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from pre-B-cell lymphomas to 
plasmacytomas, 2578 
c-ABL gene 
oncogenic activation 
last-exon mutation, 4967 
Acetylcholine receptor 5-subunit gene 
activation and repression during myo- 
genesis 
E box, mediation by, 5133 
achaete proneural gene 
D. melanogaster 
helix-loop-helix proteins, regulation 
by, 3514 
Activation domain 
Egr-1 protein, 4556 
Acute myeloid leukemia 
mouse 
E2A-Pbx! t(1;9) translocation protein 
of human pre-B-cell acute lym- 
phocytic leukemia, 351 
Acute-phase response factor 
interleukin-6, activation at posttransla- 
tional level by, 276 
ADA3 gene 
S. cerevisiae 
ADA2 gene, similarity to, 5981 
GAL4-VP16 resistance, 5981 
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rat 


adipocyte determination and differenti- 
ation, 4753 
helix-loop-helix transcription factor, 
4753 
Adenine phosphoribosyltransferase pre- 
mRNA 
endogenous 
splicing, intron removal during, 6211 
Adenosine deaminase gene 
mouse 
stable transcription arrest site in first 
intron, 2718 
Adenosine deaminase locus 
mouse 
replication initiation sequence, 5931 
Adenovirus 
alternative poly(A) site use during infec- 
tion 
poly(A) site processing factor, de- 
crease in activity of, 2411 
EIA 
myogenesis inhibition, mediation of, 
4714 
Ela product, larger 
ATF cellular transcription factor fam- 
ily, mediation of transcriptional 
activation by, 561 
EIA protein 
E2F-protein complexes, binding to 
and dissociation of, 7267 
EIA protein, separate domains of 
E2F complex disruption, roles in, 7029 
E4 protein 
E2F1 gene, regulation of, 6314 
Adenovirus type 5 
RNA polymerase III transcription of hu- 
man Alu repetitive elements, activa- 
tion of, 3231 
Adenovirus type 12 
fragile site, inducible 
artificial U2 locus, insertion of, 6064 
Adenovirus vector 
deletion mutant, correction of, 918 
Adenylyl cyclase 
S. cerevisiae 
antibody mimicking action of RAS 
proteins, 769 
RAS proteins, action of, 769 
gene 
S. cerevisiae 
REGI, repression of expression by, 
4391 
Adipocytes 
rat 
determination and differentiation, as- 
sociation of ADD1 with, 4753 
ADP/ATP carrier 
32-kilodalton receptor for a myristylated 
Src peptide but not for pp60°* poly- 
peptide, 3084 
ADRI protein 
S. cerevisiae 
phosphorylation, 4391 
B-Adrenergic agonists 
enhanced response to 
intact SH2 domain, 2391 
protein kinase C phosphorylation 
sites, 2391 
c-sre, cells overexpressing, 2391 
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AFAP-110 protein 
chicken embryo 
actin filaments, association with, 7892 
protein 
S. cerevisiae 
adaptation, promotion of, 6876 
morphogenesis, promotion of, 6876 
a-Agglutinin cell adhesion protein 
S. cerevisiae 
cell surface anchorage and ligand- 
binding domains, 2554 
immunoglobulin superfamily member, 
2554 
Albumin/a,-fetoprotein intergenic enhancer 
chromatin-hypersensitive domains, de- 
velopmentally regulated, 1619 
Aldolase A gene 
human 
muscle-specific promoter, 9 
opportunistic promoter, 9 
ubiquitous promoter, 9 
rat 
skeletal muscle-specific induction, 
6469 
al protein 
S. cerevisiae 
DNA sequence requirements for activ- 
ity of, 6866 
al-acid glycoprotein gene, rat 
transcriptional activation 
synergism between nuclear factor for 
interleukin-6 and glucocorticoid 
receptor, 1854 
a,-Fetoprotein gene promoter 
chromatin-hypersensitive domains, de- 
velopmentally regulated, 1619 
a2 protein 
S. cerevisiae 
transcription, repression of, 4029 
Alpha satellite repeat unit variants 
human 
recombination events, localization of, 
6520 
a-Mating type locus 
C. neoformans 
peptide pheromone gene, 1962 
a™ gene 
chicken 
developmental regulation, 4632 
a-specific genes 
S. cerevisiae 
transcription, 6866 
Alu repeats 
human 
methylation, 4523 
Alu repetitive elements 
human 
adenovirus type 5, activation of RNA 
polymerase III transcription by, 
3231 
transgenic mice 
keratin 18 gene, transcriptional insula- 
tion of, 6742 
Alu RNA 
small cytoplasmic 
multiple dispersed loci, production by, 
4233 
5-Aminolevulinate synthase 
differentiating MEL cells 
heme synthesis induction, role in, 
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AML-1 protein 
human 
DNA binding, sequence specific, 6336 
runt homology domain, 6336 
AML-1/ETO protein 
human 
DNA binding, sequence specific, 6336 
runt homology domain, 6336 
AMPD1 gene 
myocytes, expression in, 5854 
Androgen receptor 
Reifenstein syndrome 
D box, mutation in, 7850 
Androgen-specific gene activation 
magnitude, 6326 
stringency, 6326 
Angiotensin-converting enzyme (ACE) 
sperm-specific expression 
91-base-pair promoter containing 
CRE-like element, 18 
Animal cells 
v-Myb and c-Myb transcriptional activa- 
tion 
S. cerevisiae, comparison with, 4423 
Anterior pituitary-derived cell lines 
rat 
C-type natriuretic peptide gene pro- 
moter, 4077 
Antisense rescue 
c-Fos 
functional domains, 3821 
AP-1 activity 
glucocorticoid receptor, inhibition by 
Fos, preferential targeting of, 3782 
AP-1 transcription factors 
CC10 gene, regulation of, 3860 
AP-1-binding elements 
protein phosphatase 2A 
potentiation of promoters, 2104 
AP-1/NF-E2 
e-globin promoter transcription, require- 
ment for, 911 
AP-2 gene 
alternatively spliced mRNA, 4174 
Apolipoprotein B gene reducer 
human 
hepatocyte nuclear factor 3, blocking 
of transcriptional activation by, 
1534 
Apolipoprotein B mRNA 
RNA editing, 7288 
Apoptosis 
human lymphocytes 
y-irradiation induced, 4875 
ubiquitin pathway, 4875 
Myc, mediation by 
Bcl-2, block by ectopic expression of, 
2432 
Arginine metabolism regulation 
S. cerevisiae 
MCM1, role of, 2586 
Arnt coregulator 
dioxin receptor, DNA recognition by 
ligand-dependent recruitment, 2504 
Arrestin gene proximal promoter 
mouse 
photoreceptor cells, gene expression 
in, 4400 
retinal factor-binding site, 4400 
ARS plasmid 
S. cerevisiae 
suppression of segregation bias by 
DNA polymerase mutation, 1489 


Ascites cells, Ehrlich 
early-S-phase replicons 
activation, 5020 
Asparagine synthetase gene 
expression, amino acid regulation of 
cis- and trans-acting elements, 3202 
Aspergillus nidulans 
microtubule function 
a-tubulin isogene products, 4465 
a-tubulin isogene products 
microtubule function, 4465 
Astrocytoma cells 
human 
transformed phenotype, reversion of, 


Ataxia telangiectasia cells 
RPA phosphorylation response, radia- 
tion induced 
different from normal human cells, 
7222 
ATF cellular transcription factors 
Ela larger product 
direct association with, 561 
mediation of transcriptional activation 
by, 561 
ATF family proteins 
cAMP independent 
NF-«B, interactions with, 7180 
E-selectin promoter activation, func- 
tion in, 7180 
atp promoter, mitochondrial 
maize, 7232 
atpB mRNA 
C. reinhardtii chloroplast 
3' end maturation is a two-step proc- 
ess, 2277 
AUF1I protein 
RNA binding, 7652 
Autocrine transformation 
reversion 
dominant negative platelet-derived 
growth factor mutant, 4066 
Autonomous replication 
bacterial DNA sequences 
multimers of, in human cells, 2688 
human DNA sequences 
multimers of, in human cells, 2688 
Autonomously replicating sequences 
S. cerevisiae 
chromosome VI, 5043 
Avian fibroblasts 
transformation 
v-Myc nuclear overproduction and 
excess over Max not required, 
3623 
Avian sarcoma virus CT10 
fibroblasts, transformed 
v-Crk and paxillin, interaction be- 
tween, 4648 


B-cell development 
E2A proteins 
complex formation, 7321 
expression, 7321 
nuclear localization, 7321 
B-cell differentiation 
pathways 
IL-5 and IL-6, 3929 
B-cell lines 
V(D)J recombinase inducible, 6223 
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B-cell-specific 3’ enhancer 
immunoglobulin heavy chain locus 
a constant region, 1547 
bel-2 
5’ untranslated region 
negative regulatory element, 3686 
ectopic expression 
block of Myc-mediated apoptosis, 
2432 
Bcl-2 protein 
mechanism controlling cell death, 7000 
BCL2 proto-oncogene 
yeast artificial chromosomes, contained 
in 
expression, 5469 
Bcl-3 
NF-«B p50 and p52, interaction with, 
3557 
nuclear IkB-like molecule, encoding of, 
3557 
Bcr-Abl oncoproteins 
transforming function 
Ber oligomerization domain, require- 
ment for, 7587 
Ber protein 
coiled-coil oligomerization domain 
Bcr-Abl transforming function, essen- 
tial for, 7587 
B cells 
pancreas 
cell line isolation technique, 4223 
preneoplastic foci, cultured from, 4223 
Beta interferon 
spontaneously produced, action of 
autoinduction mechanism, 2846 
embryonal carcinoma cells, differenti- 
ation of, 2846 
Beta interferon mRNA 
human 
translational regulation, 3487 
B-like globin gene, embryonic 
human 
developmental regulation, 7457 
Bidirectional DNA replication origin 
mouse 
adenosine deaminase loci, episomally 
amplified, 2971 
native locus, 2971 
Biliary glycoprotein gene 
human 
family of novel alternatively spliced 
RNAs, 1273 
Bombyx mori 
pentanucleotide telomeric sequence 
(TTAGG),, 1424 
Bone 
COL1A\1-chloramphenicol acetyltrans- 
ferase fusion genes, transgenic 
expression of, 5168 
Bovine 
myf5 gene 
transgenic mice, effect of expression 
in, 6044 
Bovine papillomavirus 
ES protein 
conserved C-terminal domain, 6462 
PDGF receptor mediation of tumori- 
genic transformation, 4137 
BOX DNA 
polyomavirus 
embryonal carcinoma cell differentia- 
tion, relationship to, 7747 
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Breast cancer cells 
T-47D 
cell cycle progression, changes in, 
3577 


cyclin gene expression, regulation of, 
3577 


BUF protein 
S. cerevisiae 
binding, 5749 
bZIP proteins 
DNA bending, 5479 


C3H fibroblasts 
p21” signaling pathway distinct from 
but interdependent with protein ki- 
nase C pathway, 1471 
protein kinase C signaling pathway dis- 
tinct from but interdependent with 
pathway, 1471 
C proteins 
phosphorylation 
cell cycle regulation, 5762 
CACCC box-binding protein 
novel 
htB gene, encoded by, 5691 
CACCC element 
B-globin 
potential activators, discrimination 
among by correlation of binding 
and transcriptional properties, 44 
Caenorhabditis elegans 
3’ splice acceptor site 
AG not required for splicing, 626 
hypodermal development 
novel protein tyrosine kinases, expres- 
sion of, 7133 
kin-15 gene 
novel protein tyrosine kinase, encod- 
ing of, 7133 
kin-16 gene 
novel protein tyrosine kinase, encod- 
ing of, 7133 
myosin light chain gene 
transposon Tcl, site-selected insertion 
of, 902 
ubc-2 gene 
ubiquitin-conjugating enzyme involved 
in selective protein degradation, 
1371 
Calcitonin/calcitonin gene-related peptide 
enhancer 
retinoic acid repression of activation 
by HLH-octamer complex, 6079 
pre-mRNA processing 
intron and exon elements, control by, 


Calcium levels, intracellular 
elevated 
c-Yes, inactivation of, 7507 
Calcium-binding proteins 
epidermal 
profilaggrin, 613 
Calmodulin 
S. cerevisiae 
essential mitotic target, 7913 
Calmodulin gene 
T. brucei 
EF-hand 5 protein and ubiquitin ex- 
tension protein 52 genes, genomic 
and transcriptional linkage with, 
207 


Candida albicans 
telomeric repeats, unusually large, 551 
CAP 
S. cerevisiae 
adenylyl cyclase mutants, 4087 
Carcinoma-associated antigen genes 
retroposition, 1507 
Cardiac muscle 
muscle creatine kinase enhancer activity 
multiple regulatory elements, differen- 
tial contributions of, 2753 
Cardiac myosin light-chain gene 
chicken 
transcriptional control, mediation of, 
6907 
Cardiac troponin T gene 
alternative exon 
purine-rich positive splicing element, 
3660 


Cardiac/slow-twitch troponin C gene 
human 
regulation, 6752 
Cardiac-specific transcription 
fos/jun, repression by 
myocytes, quiescent and growth-stim- 
ulated, 600 
tissue-specific cis element, targeting 
at, 600 
B-Casein gene promoter 
rat 
DNA-binding proteins, regulation of 
interaction with, 7303 
Casein kinase I 
HeLa cell nuclear kinase 
simian virus 40 DNA replication, 1202 
CBFSp 
S. cerevisiae 
centromeres, binding to, 4884 
microtubules, binding to, 4884 
CC10 gene 
transcription factors, regulation by 
AP-1 family, 3860 
HNF-3 family, 3860 
octamer family, 3860 
“C-C”’-type cytokine 
fic gene product, 2020 
CCAAT transcription factor/nuclear factor 
1-dependent promoters 


Myc overexpression, suppression by, 


3093 
CD4 
human 
transgenic mice, tissue-specific expres- 
sion in, 2952 
CD4 enhancer 
HEB-E12-related protein heterodimer 
interactions with, 5620 
regulation of activity by HEB-E12-re- 
lated protein heterodimer, 5620 
CD8a gene 
human 
last intron, enhancer in, 7056 
CD45 tyrosine protein phosphatase 
fyn tyrosine protein kinase 
tyrosine phosphorylation, 1651 
Ick tyrosine protein kinase 
tyrosine phosphorylation, 1651 
c-sre tyrosine protein kinase 
tyrosine phosphorylation, 1651 
cde2 kinase 
cyclin A, activation by, 1194 


. La ran 


Mo . CELL. Bro. 


Cdc2 protein kinase 
cyclin-binding regions, 5122 
phosphorylation sites, 5122 
Suci-binding regions, 5122 
three-dimensional model, 5122 
CDCS gene 
S. cerevisiae 
dbf4, suppressor gene of, 4445 
Cdc7 protein kinase 
S. cerevisiae 
cell cycle regulation, 2899 
Dbf4 protein, association with, 2899 
cdc15 mutants 
S. cerevisiae 
anaphase, arrest in, 4953 
rescue by Xenopus cDNAs, 4953 


S. cerevisiae 
Ras, influence of guanine nucleotides 
on complex formation with, 1345 
CDC25™™ protein 
Ras-specific exchange factor, 7718 
regulated and constitutive activity, 7718 
Cdc28 
S. cerevisiae 
Cin3, activation by, 3266 
Cdc28 protein kinase complexes 
S. cerevisiae 
mating pheromone signal transduction 
pathway, 5659 
Cdc68 protein 
S. cerevisiae 
San1, antagonism by, 7553 
C/EBP 
basic region residues 
DNA sequence recognition, 6919 
half-site spacing preference, 6919 
IL-8 gene regulation 
NF-«B, synergism and cooperativity 
with, 7191 
rat glutathione S-transferase Ya gene 
xenobiotic response element func- 
tion, regulation of, 4365 
C/EBP family 
MIP-la gene, transcriptional regulation 
of, 5276 
NF-«B family members, association with 
Rel domain-bZIP interaction, 3964 
Cell cycle 
murine erythroleukemia cells 
p53-induced cell death, 711 
regulation 
c-Myc transcriptional activation do- 
main, 4125 
S phase 
p64 in nucleus, presence of, 6147 
Cell cycle blockage 
S. cerevisiae 
heat shock mediated, 1034 
Cell cycle control 
p53-mediated cell death, 1415 
Cell death 
Bcl-2-controlled mechanism 
macromolecular synthesis, no require- 
ment for, 7000 
Myc, no requirement for, 7000 
murine erythroleukemia cells 
p53 induction, 711 
p53 mediation of 
cell cycle control, relationship to, 1415 
Cell motility 
rho GDI, 72 
rho p21, 72 
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rho p21 inhibitory GDP/GTP exchange 
protein, 72 
Cell transformation 
GAP, role of, 6799 
Cellular adhesion 
phorbol ester induced 
NF-«B competitive binding, inhibition 
by, 6530 
Cellular immediate-early genes 
lungs, regulation of expression in, 3213 
Centromeres 
function 
genetic dissection, 3156 
S. pombe 
variability, 4578 
Centromeric heterochromatin 
human 
structural characteristics, higher or- 
der, 6520 
CHAI promoter 
S. cerevisiae 
regulatory element, 7604 
Chaperonin, cytoplasmic 
a- and B-tubulin folding, requirement 
for, 2478 
Chick 
neural retina development 
C/EBP-like protein, 331 
glucocorticoid hormones, responsive- 
ness to, 331 
Chick embryo 
viral gene expression/transduction 
spatial restriction, 2604 
Chicken 
gene 
developmental regulation, 4632 
cardiac myosin light-chain gene 
transcriptional control, mediation of, 
6907 
chromatin assembly 
B-globin DNA signals, effect of, 7596 
5-crystallin gene 
embryo lens, expression in, 3282 
CTCF nuclear factor, 7612 
embryo lens 
5-crystallin gene expression, 3282 
B-globin DNA signals 
chromatin assembly, influence on, 
7596 
heat shock transcription factor, novel 
heat shock factor 3, 1983 
new regulatory pathway, 1983 
histone gene 
transcription, regulation of, 4904 
MyoD protein 
MLC! gene, action on, 7153 
myogenin 
MLC! gene, action on, 7153 
myosin light-chain 1 gene 
MyoD, action of, 7153 
myogenin, action of, 7153 
purine nucleotide synthesis genes 
coexpression, 4784 
somatic immunoglobulin gene conver- 
sion 
pseudogene donor pool, germ line 
maintenance of, 821 
YB-1 


liver, expression in, 4186 
Chicken embryo 
AFAP-110 protein 
actin filaments, association with, 7892 


Chimeric VP16-estrogen receptor 
S. cerevisiae 
cell growth arrest, 462 
estradiol-inducible squelching, 462 
PDR! allele, suppression of effects by, 
462 


«2-Chimerin 
selective expression 
brain regions, 4986 
testes, 4986 
Chinese hamster ovary cells 
dihydrofolate reductase locus 
second-site suppressors, 5085 
splicing mutants, 5085 
mutant 
sterol-regulated genes, 5175 
Chipmunk 
hibernation-associated gene regulation, 
1516 
Chironomus, members of genus 
telomere-associated repeat units, com- 
plex 
evolution from sequences similar to 
simple telomeric repeats, 1583 
Chlamydomonas reinhardtii 
chloroplast atpB mRNA 
3’ end maturation is a two-step proc- 
ess, 2277 
Chloroplast 
ribosomal protein L21, nuclear gene 
coding for 
developmental regulation of a house- 
keeping gene by alternative pro- 
moters, 2614 
Chloroplast atpB mRNA 
C. reinhardtii 
3’ end maturation is a two-step proc- 
ess, 2277 
Chromatin 
enhancer/locus control region, 3990 
inactive 
methylation focus, spread from, 7321 
Chromatin assembly 
chicken 
B-globin DNA signals, effect of, 7596 
Chromatin condensation 
dynamics, 7522 
Chromatin-hypersensitive domains 
developmentally regulated 
albumin/a,-fetoprotein intergenic en- 
hancer, 1619 
a,-fetoprotein gene promoter, 1619 
Chromosomal instability 
delayed 
DNA damage, induction by, 6667 
Chromosomal replication 
S. cerevisiae 
DNA polymerases 6 and e, require- 
ment for, 496 
Chromosome 7 
human 
indefinite division of fibroblasts, sup- 
pression of, 6036 
Chromosome break 
transfected DNA, integration of 
telomere repeat sequences, acquisition 
of, 977 
Chromosome segregation 
S. cerevisiae 
CSE1 and CSE2, 4691 
Chromosome segregation, mitotic 
S. cerevisiae 
PLC1, 4351 


SUBJECT INDEX xv 


Chromosome stability 
replication origins, effect of deletion of, 


Cig2 and Cdc13 B-type cyclins 
S. 


mitosis, different functions in, 2286 
Clathrin-deficient strains 
S. cerevisiae 
overexpression of ubiquitin, rescue 
by, 521 
CLEO element 
GM-CSF promoter 
binding factors, recognition by, 7399 
induction signals, mediation of, 7399 
CLN2 
S. cerevisiae 
FARI, posttranscriptional regulation 
by, 1013 
mating pheromone, expression in re- 
sponse to, 1013 
Cin3 
S. cerevisiae 
Cdc28 activation, 3266 
cmd1-1 
S. cerevisiae 
calmodulin mutant, temperature sensi- 
tive, 1779 
suppressor related to fork head family 
of DNA-binding proteins, 1779 
COLIA\1-chloramphenicol acetyltrans- 
ferase fusion genes 
bone, transgenic expression in 
promoter element utilization, 5168 
Colony-stimulating factor 1 
c-myc and phosphatidylcholine hydroly- 
sis 
collaborating mitogenic pathways, 
1522 
Core-binding factor 
murine leukemia virus enhancer 
subunits, cloning and characterization 
of, 3324 
T-cell receptor enhancer 
subunits, cloning and characterization 
of, 3324 
COT2 gene 
S. cerevisiae 
glucose-dependent divalent cation 
transport, requirement for, 2041 
COUP-TF 
lactoferrin gene 
estrogen receptor-mediated activation, 
repression of, 1836 
COX3 mRNA 
S. cerevisiae 
defect, suppression of, 4806 
CpG island mapping 
mouse double-minute chromosome, 4459 
CpG methylation 
V(D)J recombination in transgenic mice, 
influence on, 571 
CR2 maxicircle transcripts 
T. brucei 
editing, 6832 
Creatine kinase-M gene 
directly injected skeletal and cardiac 
muscle, control in, 1264 
CREB 
protein kinase A phosphorylated 
phosphatase 2A, dephosphorylation 
by, 2822 
stimulus-transcription coupling 
rate limitation, 4852 
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transcriptional stimulation 
phosphatase 2A, regulation by, 2822 
CRE-like element 
angiotensin-converting enzyme, sperm- 
specific expression of 
91-base-pair promoter, 18 
Crithidia fasciculata 
cDNA, complete, 7766 
zinc finger protein 
kDNA minicircle conserved universal 
sequence, binding to, 7766 
CRK protein 
human 
PC12 cells, neuronal differentiation of, 


4409 
SH2 and SH3 domains, 4409 
c-Crk protein 
N-terminal extension 
regulator of binding to Tyr-phospho- 
rylated proteins, 7295 
Tyr-phosphorylated proteins, binding to 
N-terminal extension, regulation by, 
7295 
v-Crk protein 
paxillin, interaction with, 4648 
Crossover 
location during gene targeting with inser- 
tion and replacement vectors, 2134 
Cryphonectria parasitica 
mycovirus-induced hypovirulence-asso- 
ciated traits 
targeted host gene inactivation, mim- 
icking by, 7782 
Vir2 gene 
targeted inactivation, 7782 
Cryptococcus neoformans 
a-mating type locus 
peptide pheromone gene, 1962 
aB-Crystallin 
mouse NIH 3T3 fibroblasts 
glucocorticoid responsiveness, 1824 
thermal protection, involvement in, 
1824 
51-Crystallin enhancer 
lens-specific activity 
regulatory elements, 5206 
8-Crystallin gene 
chicken embryo lens, expression in, 
3282 
aB-Crystallin/small heat shock protein en- 
hancer 
mouse 
control elements, 7144 
CSE] gene 
S. cerevisiae 
chromosome segregation, 4691 
CSE2 gene 
S. cerevisiae 
chromosome segregation, 4691 
CT elements 
zinc finger proteins, bound by 
human c-myc promoter activities, con- 
trol of, 5710 
CTCF nuclear factor 
chicken, 7612 
C-type natriuretic peptide gene promoter 
rat 
anterior pituitary-derived cell lines, 
4077 


CYCI mRNA 
S. cerevisiae 
signals that produce 3’ termini, 7836 


CYC2 gene 
S. cerevisiae 
protein product, 6442 
Cyclase-associated protein 
S. cerevisiae 
adenylyl cyclase mutants, 4087 
Cyclic AMP-dependent protein kinase 
catalytic (C,) subunit autoactivation 
threonine 197 phosphorylation, 2332 
inhibitors 
DNA synthesis inhibition, 4477 
Cyclic AMP-dependent protein kinase A 
regulatory subunit Rla 
ret tyrosine kinase, fusion with 
thyroid tumor-specific transforming 
sequence, 358 
Cyclin A 
human 
cdc2 kinase, activation of, 1194 
conserved cyclin box, 1194 
Cyclin B2 amino terminus 
X. laevis 
mitotic arrest, 1480 
Cyclin D1 
elevated levels 
increased elF-4E expression, response 
to, 7358 
Cyclin gene 
expression, regulation of 
T-47D human breast cancer cell cycle 
progression, changes in, 3577 
Cyclins, B-type 
S. cerevisiae 
mitosis and meiosis, differential func- 
tion and expression in, 2113 
S. 
Cig2 and Cdc13, 2286 
mitosis, different functions in, 2286 
Cyclosporin A 
interleukin-2 gene, inhibition of inducible 
activity of 
noncanonical octamer-binding site, 
1155 
signal transduction inhibition 
immunophilins, mediation by, 4760 
Cytochrome b 
transcripts 
S. cerevisiae mitochondria, CBP1-de- 
pendent accumulation in, 4203 
Cytochrome c 
S. cerevisiae 
mitochondrial import, 6442 
Cytochrome P-4S01A1 
expression, induction of 
mediation by dioxin receptor by pro- 
tein kinase C-dependent mecha- 
nism, 677 
Cytokine LD78 gene promoter 
human 
binding of transcriptional factors to 
negative regulatory element, 2787 
Cytokine receptors 
erythropoietin receptor inactivation 
point mutations in regions with homol- 
ogy with other cytokine recep- 
tors, 1788 
Cytomegalovirus, human 
major immediate-early proteins 
transcriptional activation mediated by, 
1238 


Cytoplasmic inheritance 
P. falciparum, 7349 
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Cytoplasmic mRNA 
nonsense codons, lack of effect on half- 
life of, 1892 
Cytosolic glutathione peroxidase gene 
mouse 
transcriptional up-regulation, 6290 


DAD1 protein 
human 
cDNA, cloning of, 6367 
dbf4 gene 
S. cerevisiae 
CDCS is suppressor gene, 4445 
Dbf4 protein 
S. cerevisiae 
Cdc7 protein kinase, association with, 
2899 


Deletion mutant 
adenovirus vector, correction by, 918 
Developmental control genes 
inducible expression system, basis for, 
7971 
zole (DRB) 
c-myc transcriptional elongation, use in 
studying, 5647 
Dicot plant nuclei 
3’ splice site selection 
position dependence, 4485 
Dihydrofolate reductase locus 
Chinese hamster ovary cells 
splicing mutants, 5085 
Dihydrofolate reductase minigene 
hamster 
direct selection for mutations affecting 
specific splice sites, 289 
Dihydrofolate reductase pre-mRNA 
endogenous 
splicing, intron removal during, 6211 
Dihydrofolate reductase promoter 
growth regulation 
correlation with protein synthesis-de- 
pendent increase in E2F1 mRNA, 
1610 
Dimerization, leucine zipper mediated 
met receptor tyrosine kinase 
oncogenic potential, activation of, 
6711 
Dioxin receptor 
DNA recognition 
Arnt coregulator, ligand-dependent 
recruitment of, 2504 
mediation of induction of cytochrome 
P-4501A1 expression, 677 
rat glutathione S-transferase Ya gene 
xenobiotic response element func- 
tion, regulation of, 4365 
signal transduction pathways 
cross-coupling, 677 
D-loop region 
mitochondrial DNA 
single termination-associated se- 
quence, protein binding to, 2162 
DNA bending 
bZIP proteins, 5479 
retinoid receptor complexes, 6509 
thyroid hormone receptor complexes, 
6509 
DNA binding 
NFKBI selective 
acquisition, 3850 
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DNA breakage 
UVB induced 
c-fos transcriptional induction, inter- 
ference with, 6992 
DNA damage 
delayed chromosomal instability, induc- 
tion of, 6667 
DNA polymerase 
S. cerevisiae 
5 and e required for chromosomal rep- 
lication, 496 
DNA polymerase a 
human 
simian virus 40 large T antigen, inter- 
action with, 809 
DNA polymerase mutation 
S. cerevisiae 
segregation bias of ARS plasmid, sup- 
pression of, 1489 
DNA polymerases a, 5, and € 
S. cerevisiae 
DNA repair synthesis during base ex- 
cision repair, influence on each 
other during, 1051 
DNA repair defect 
double-strand break 
V(D)J recombination, 3464 
DNA replication 
D. melanogaster 
histone gene repeats, 4098 
initiation 
human rRNA genes, 6600 
S. cerevisiae 
p60’ expression, effect of, 5112 
simian virus 40 
HeLa cell nuclear kinase casein kinase 
I, 1202 
termination 
human rRNA genes, 6600 
DNA synthesis 
thyrotropin stimulated 
inhibition, 4477 
DNA topoisomerase I 
S. cerevisiae 
DNA topology, 6702 
promoter activation, 6702 
DNA topoisomerase II mutants 
S. cerevisiae 
meiosis-specific arrest, 3445 
DNA-damaging agents 
p53 cellular activity, induction of, 4242 
dopa decarboxylase gene 
D. melanogaster 
splicing, alternative, 4549 
Double-minute chromosome 
mouse 
CpG island mapping, 4459 
Double-stranded RNA 
interferon-stimulated response element- 
binding factors, activation of, 3756 
Drosophila melanogaster 
85-kDa TFIID subunit, 7859 
87A7 heat shock locus 
topoisomerase II redistribution, 7522 
achaete proneural gene 
helix-loop-helix proteins, regulation 
by, 3514 
deletions 
P-element-induced gene conversion, 
7006 
developmental mutant quartet 
bovine smg p25a GDP dissociation 
inhibitor homolog, shift in isoelec- 


tric point of, 217 
dopa decarboxylase gene 
splicing, alternative, 4549 
dunce gene 
human dunce-like phosphodiesterase 
genes, homology to, 6558 
ecdysone-inducible genes 
ecdysone regulation, complexity of, 
7101 
ecdysone-responsive sites 
ribonucleoprotein complex, unique, 
5323 
embryogenesis 
Hsp83 RNA iocalization, 3773 
Enhancer of zeste gene 
trithorax, partial similarity to, 6357 
erect wing gene 
encoding of protein similar to sea ur- 
chin P3A2 protein, 3641 
even-skipped protein 
correlation of cooperative binding at a 
distance with repression, 2742 
silencing, mechanism of, 2742 
fushi tarazu homeoprotein N-terminal 
domain 
synergistic activation of transcription, 
1599 


fushi tarazu proximal enhancer 
proteins, interactions with, 5549 
GAGA transcription factor, cDNAs en- 
coding, 7961 
hairy gene 
rat gene with sequence homology, 105 
heat shock factor 
activation, 3481 
heldup* mutant 
abnormal muscle development caused 
by splicing defect affecting se- 
lected troponin I isoforms, 1433 
muscle development, abnormal, 1433 
troponin I, splicing defect affecting, 
1433 
helix-loop-helix proteins 
achaete proneural gene, regulation of, 


histone gene repeats 
DNA replication, 4098 
hsp26 
chromatin structure, 2802 
(CT),, - (GA),, repeats and heat shock 
elements, distinct roles of, 2802 
transcriptional activation, 2802 
I factor long interspersed nuclear ele- 
ment-like retrotransposon 
internal promoter and sequences that 
regulate expression, 1042 
insertions 
P-element-induced gene conversion, 
7006 


instantaneous heat shock 
transcription, effect on, 3456 
muscle development, abnormal, 1433 
nonA*** protein 
NonO, homolog of, 5593 
oogenesis 
Hsp83 RNA localization, 3773 
s36 chorion gene, follicular expression 
of, 5898 
Pig-1 and Sgs-4 genes 
transcriptional switch, 184 
pre-mRNA 5’ splice site selection 
AU-rich intronic elements, effect of, 
7689 
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D-Raf 
terminal signal transduction during 
embryogenesis, 1163 
ribosomal protein S6 gene 
mutations causing tissue overgrowth, 
2524 
RNA polymerase II 
two large subunits, mutations in genes 
encoding, 4214 
tRNA genes 
phorbol ester and serum, stimulation 
by, 934 
rRNA transcription, in vivo regulation of 
phorbol ester and serum, response to, 
928 
536 chorion gene 
oogenesis, follicular expression dur- 
ing, 5898 
Sex-lethal gene 
autoregulation, 7734 
Sex-lethal male exon 
regulated splicing involving blockage 
mechanism, 1408 
short intron, splicing of 
species-specific signals, 1104 
sperm tail proteins, conserved 
gene duplication, translational regula- 
tion of, 1708 
Staufen 
relatedness to human immunodefi- 
ciency virus type 1 TAR RNA- 
binding protein TRBP, 2193 
tissue culture cells 
histone gene repeats, DNA replication 
of, 4098 
topoisomerase II 
87A7 heat shock locus, redistribution 
in, 7522 
Torso 
terminal signal transduction during 
embryogenesis, 1163 
transcription 
instantaneous heat shock, effect of, 
3456 
troponin I, splicing defect affecting, 1433 
U1 snRNA gene 
transcription in vitro, requirements 
for, 5918 
Ultrabithorax homeodomain protein 
DNA binding, cooperative, 6941 
DRS! to DRS7 genes 
S. cerevisiae 
ribosome assembly and function, re- 
quired for, 7901 
dunce gene 
D. melanogaster 
human dunce-like phosphodiesterase 
genes, homology to, 6558 
dunce-like phosphodiesterase genes 
human 
D. melanogaster dunce gene, homol- 
ogy to, 6558 
dunce-like phosphodiesterases 
human 
antidepressant drugs, potential targets 
for, 6558 


EIA 
adenovirus 
E2F-protein complexes, binding to 
and dissociation of, 7267 
larger product 
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ATF cellular transcription factor fam- 
ily, direct association with, 561 
ATF cellular transcription factor, me- 
diation of transcriptional activa- 
tion by, 561 
myogenesis inhibition, mediation of 
E1A,,<—basic helix-loop-helix protein 
interaction, correlation with, 4714 
EIA protein 
adenovirus 
E2F complex disruption, roles of sep- 
arate domains in, 7029 


B-cell-specific E2-box DNA-binding pro- 
tein, subunit of, 3522 
E2A proteins 
B-cell development 
complex formation, 7321 
expression, 7321 
nuclear localization, 7321 
E2A-Pbx1 t(1;9) translocation protein 
human pre-B-cell acute lymphocytic leu- 
kemia 
mouse acute myeloid leukemia, cause 
of, 351 
E2F 
cell cycle analysis 
primary human T cells, 3975 
DNA-binding activity 
suppression by IFNs and IL-6, 5255 
family of transcription factors 
retinoblastoma protein, binding to, 
7813 
protein complexes 
E1A, binding to and disruption by, 
7267 


retinoblastoma gene product 
human papillomavirus type 16 E7 pro- 
tein, interaction with, 953 
retinoblastoma gene product, interaction 
with, 3384 
E2F-1 
retinoblastoma protein, direct binding to 
transactivation, inhibition of, 6501 
E2F1 gene 
regulation by Rb, p107, and adenovirus 
E4, 6314 
E2F1 mRNA 
protein synthesis-dependent increase 
correlation with growth regulation of 
dihydrofolate reductase promoter, 
1610 
E2F-2 protein 
E2F-like properties, 7802 
E4 protein 
adenovirus 
E2F1 gene, regulation of, 6314 
EATF1 transcription factor 
Ets and Notch motifs 
cDNA cloning of subunits with, 1385 
ES protein 
bovine papillomavirus 
conserved C-terminal domain, 6462 
PDGF receptor mediation of tumori- 
genic transformation, 4137 
E6-AP 
p53 interaction with human papillomavi- 
rus E6 oncoprotein, mediation of, 
775 
regions directing HPV E6 interactions 
with p53, 4918 


E7 protein 
human papillomavirus type 16 
E2F-cyclin A complex, association 
with, 6537 
retinoblastoma gene product E2F, in- 
teraction with, 953 
E2-2 
B-cell-specific E2-hox DNA-binding pro- 
tein, subunit of, 3522 
E box 
mediation of acetylcholine receptor 
8-subunit gene activation and re- 
pression, 5133 
EAP cellular RNA-binding protein 
EBER 1, recognition of conserved stem- 
loop in, 703 
Early meiotic upstream activation se- 
quence 
S. cerevisiae 
bipartite structure, 2172 
Early-B-cell factor 
DNA-binding specificity, 3392 
purification, 3392 
EBER 1 small RNA 
Epstein-Barr virus 
recognition of conserved stem-loop by 
EAP, 703 
EBER 2 gene 
Epstein-Barr virus 
exclusive RNA polymerase III tran- 
scription, importance of upstream 
basal promoter element for, 2655 
Ecdysone-inducible genes 
D. melanogaster 
ecdysone regulation, complexity of, 
7101 
Ecdysone-responsive sites 
D. melanogaster 
ribonucleoprotein complex, unique, 
5323 
EF-hand 5 protein gene 
T. brucei 
calmodulin and ubiquitin extension 
protein 52 genes, genomic and 
transcriptional linkage with, 207 
Egr-1 protein 
activation domain, 4556 
nuclear localization signal, bipartite, 
4556 
repression module, 4556 
Ehrlich ascites cells 
early-S-phase replicons 
activation, 5020 
elF-2 
S. cerevisiae 
GCD6 and GCD7 are subunits of gua- 
nine nucleotide exchange factor, 
1920 
eIF-2 y subunit 
S. cerevisiae 
GCD11, 506 
Elmip protein 
S. cerevisiae 
dimorphism regulation, involvement 
in, 5567 
Embryogenesis 
X. laevis 
axis formation, modulation of, 7540 
Embryonal carcinoma cells 
differentiation 
BOX DNA, relationship to, 7747 
spontaneously produced beta inter- 
feron, action of, 2846 
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F9 
histone gene demethylation, 5538 
MHC class I genes 
retinoic acid induction, 6157 
mouse 
LINE-1 RNA and protein, expression 
of, 5383 
Embryonic carcinoma x fibroblast somatic 
cell hybrids 
Oct-3/4 gene 
chromatin structure, 891 
extinction, 891 
methylation status, 891 
transcriptional activity, 891 
Embryonic stem cells 
differentiation 
hematopoietic commitment, 473 
interferon responsiveness 
inducible expression system, basis for, 
7971 
mouse 
gene-targeting tag and exchange, 4115 
site-directed point mutations, 4115 
EMS] gene product 
human 
carcinomas, amplification and overex- 
pression in, 2891 
cell-substratum contact sites, location 
in, 2891 
v-sre substrate, homology to, 2891 
Endomembrane system 
higher plants 
small heat shock proteins, 238 
Endoplasmic reticulum, unfolded proteins 
in 
S. cerevisiae 
KAR2 (BiP) gene promoter region, 
response of, 877 
Enhancer factor C 
RFX1, identity with, 6375 
Enhancer of zeste gene 
D. melanogaster 
trithorax, partial similarity to, 6357 
Enhancer/locus control region 
chromatin, 3990 
ENO2 
S. cerevisiae 
GCRI1-dependent transcriptional acti- 
vation, complex regulatory ele- 
ment modulating, 2623 
Epidermal growth factor 
ERK2 phosphorylation, induction of, 
7248 
p21”, guanine nucleotide exchange rate 


on 
fibroblasts, regulation in, 1903 
Ras activation 
p21™*, enhanced exchange of guanine 
nucleotides on, 155 
Epidermal growth factor receptor 
mouse Grb2 protein, interaction with, 
5500 
Epidermal growth factor-Elk receptor ty- 


rosine kinase 


eps15 
transforming activity, 5814 
Epstein-Barr virus 
EBER | small RNA 
recognition of conserved stem-loop by 
EAP, 703 
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7071 


VoL. 13, 1993 


EBER 2 gene 
exclusive RNA polymerase III tran- 
scription, importance of upstream 
basal promoter element for, 2655 
ZEBRA activation domain 
mechanism of action, 7045 
modular organization, 7045 
Erb A 
nuclear hormone receptor 
amino acids outside zinc finge: do- 
main, 2366 
neoplasia, 2366 
novel DNA sequence specificity, 2366 
c-ErbA 
C-terminal sequence deleted in v-ErbA 
activities, essential for, 3675 
erbA oncogene 
RAR action, repression of, 5970 
RXR action, repression of, 5970 
v-ErbA 
deleted C-terminal sequence 
c-ErbA activities, essential for, 3675 
ERCCS gene 
human 
S. cerevisiae RAD2, homology to, 
6393 
S. pombe rad13, homology to, 6393 
erect wing gene 
D. melanogaster 
encoding of protein similar to sea ur- 
chin P3A2 protein, 3641 
ERK! protein kinase 
extracellular signal regulated 
oncoprotein, phosphorylation 
of, 801 
erp gene 
ERP nontransmembrane protein tyrosine 
phosphatase, encoding of, 5195 
structure, mapping, and expression, 5195 
ERP protein 
cell growth, effect on, 5195 
Erythroblasts 
PU.1, immortalization by, 5670 
Erythroid Kriippel-like factor 
mouse 
CACCC element, binding to, 2776 
Krippel family nuclear proteins, rela- 
tionship to, 2776 
Erythroleukemia cells 
Friend virus transformation 


p53 protein, growth suppression by, 
1456 


mouse 
CAAT box, binding of novel factor to, 
6969 


differentiation arrest, 5582 
erythroid differentiation, 1093 
B-globin promoter activation, 6969 
pB™ globin promoter, 1093 
B-globin promoter-binding factor, 4311 
heme synthesis, induction of, 7122 
p53-induced cell death, 711 
stromal cell-independent growth, 5582 
terminal differentiation, blocking of, 
3505 
Erythropoietin receptor 
Friend spleen focus-forming virus gp55 
glycoprotein, fusion with 
factor-dependent hematopoietic cell 
line, transformation of, 739 
inactivation 
point mutations in regions with homol- 
ogy with other cytokine recep- 


tors, 1788 
Erythropoietin receptor gene 
mouse 
upstream repetitive element, transcrip- 
tional inhibition by, 98 
Estrogen receptor 
lactoferrin gene activation 
COUP.-TF, repression by, 1836 
Estrogen-responsive gene 
retinoid X receptor B, activation by 
multiple inhibitory pathways, 2258 
Ets 
cis-acting sequences 
mediation of megakaryocyte-specific 
expression, 668 
c-Ets family 
MIP-la gene, transcriptional regulation 
of, 5276 
Ets and Notch motifs 
E4TF1 subunits with, cloning of, 1385 
Ets protein 
mouse terminal deoxynucleotidyltrans- 
ferase gene 
interaction with critical promoter ele- 
ment in, 2982 
Ets proteins 
Ig heavy-chain gene expression, regula- 
tion of, 7163 
Eukaryotic initiation factor 4E 
expression, increased 
cyclin D1 levels, effect on, 7358 
Eukaryotic translation initiation factor 2 
S. cerevisiae 
GCN1 required for phosphorylation by 
GCN2, 3541 
guanine nucleotide exchange factor, 
4618 


Eukaryotic translation initiation factor 4A 
HRIGRXXR region 
ATP hydrolysis, required for, 6789 
RNA binding, required for, 6789 
even-skipped protein 
D. melanogaster 
correlation of cooperative binding at a 
distance with repression, 2742 
silencing, mechanism of, 2742 
Evi-1 gene 
mouse 
zinc fingers, 4291 
Ewing’s sarcoma 
EWS/FLI-1 fusion gene 
FLI-1, comparison with, 7393 
EWS/FLI-1 fusion gene 
Ewing’s sarcoma 
FLI-1, comparison with, 7393 
Exon switching 
rat prostate epithelial cells, 4513 
Extracellular signal-regulated kinase 2 
phosphorylation 
EGF, induction by, 7248 


F9 embryonal carcinoma cells 
histone gene demethylation, 5538 
a-Factor receptor 
S. cerevisiae 
adaptation, promotion of, 6876 
morphogenesis, promotion of, 6876 
FARI 
S. cerevisiae 
CLN2 gene expression in response to 
mating pheromone, posttranscrip- 
tional regulation of, 1013 


protein 
S. cerevisiae 
mating pheromone signal transduction 
pathway, 5659 
Farnesyltransferase 
S. cerevisiae, 4260 
Fey receptor gene 
human 
IFN regulatory mechanism, novel, 
2182 
IFN-y, activation by, 2182 
myeloid-cell-specific expression, 2182 
FcRFy 
gamma interferon, activation by 
membrane-associated tyrosine kinase, 
requirement for, 3984 
vanadate, mimicking by, 3984 
K-fef 
retrovirus, carried 
diffuse meningeal tumors, induction 
of, 1998 
soft-tissue fibrosarcomas, induction of, 
1998 
B fibrinogen promoter 
hepatocyte nuclear factor 1-dependent 
interleukin-6-responsive element, 
1183 
Fibroblast cell lines 
indefinite division 
chromosome 7, suppression by, 6036 
Fibroblast growth factor 
MRF4 activity, inhibition of, 5943 
receptor kinase 
signal transduction, 3907 
Fibroblast growth factor 3 
Golgi complex, retention in 
FGF3 export from cells, effect on, 
5781 
Fibroblast growth factor family 
human 
ninth member, novel cDNA encoding, 
4251 
Fibroblast growth factor receptor 2 
pre-mRNA 
alternative splicing, 5461 
Fibroblast growth factor receptor 2 pre- 
mRNA 
human 
alternative splicing, 5461 
Fibroblast growth factor receptor kinase 
signal transduction, 3907 
Fibroblasts 
Fik2/Fit3 receptor tyrosine kinase 
mitogenic signaling, 6572 
substrate specificity, 6572 
p21", guanine nucleotide exchange rate 
on 
epidermal growth factor, regulation 


alternatively spliced exon, regulation 
of, 5301 


fic 
“C-C”’-type cytokine, 2020 
FK506 


S. cerevisiae 
amino acid import inhibition, 5010 
signal transduction inhibition 
immunophilins, mediation by, 4760 
Flesh fly 
59-kilodalton protein 
characterization, 4049 


SUBJECT INDEX xix 
q 
xt 
i 
by, 1903 
- Fibronectin gene 
rat 
q 


xx SUBJECT INDEX 


defense protein gene NF-«xB-binding 
motifs, binding to, 4049 
purification, 4049 
Fik2/Fit3 receptor tyrosine kinase 
mitogenic signaling, 6572 
substrate specificity, 6572 
FLP recombinase 
S. cerevisiae 
cleavage and ligation, mechanism of, 
3167 
mutations, classification of, 3167 
c-fms 
mouse 
mRNA expression, control of, 3191 
Focal adhesion-associated protein tyrosine 
kinase 
ppl 25FAK 
noncatalytic domain, autonomous 
expression of, 785 
fork head family of DNA-binding proteins 
S. cerevisiae 
cmd1-1 suppressor, 1779 
Fos 
glucocorticoid receptor inhibition of 
AP-1 activity; preferential target of, 
3782 
c-Fos 
functional domains 
antisense rescue, 3821 
c-fos gene 
mRNA 
destabilizing elements in coding re- 
gion, 5034 
transcriptional induction 
UVB-induced DNA breaks, interfer- 
ence due to, 6992 
Fos protein 
ornithine decarboxylase gene, direct 
transcriptional stimulation of PC12 
cells, 4657 
ornithine decarboxylase gene, lack of 
direct transcriptional stimulation of 
fibroblasts, 4657 
Fos proteins 
transformation 
transactivation domain, requirement 
for, 7429 
AFosB 
quiescent Rat-1A cells, proliferative acti- 
vation of, 4157 
FosB proto-oncogene 
regulatory function required for transfor- 
mation encoded by amino terminus, 
2635 
fosijun 
cardiac-specific transcription, repression 
of 
myocytes, quiescent and growth-stim- 
ulated, 600 
tissue-specific cis element, targeting 
at, 600 
fos/jun family 
myeloid differentiation, positive regula- 
tors of, 841 
Fra-1 
NFAT-1 DNA binding complex, 1911 
Friend spleen focus-forming virus gp55 
glycoprotein 
erythropoietin receptor, fusion with 
factor-dependent hematopoietic cell 
line, transformation of, 739 


Friend virus-transformed erythroleukemia 
cells 
p53 protein, growth suppression by 
erythropoietin, sensitivity to, 1456 
hemoglobin production, 1456 
frp1* gene 
S. 
ferric iron uptake, required for, 4342 
gp91-phox subunit of human NADPH 
phagocyte oxidoreductase gene, 
homology to, 4342 
Fus3 protein 
S. cerevisiae 
mating pheromone signal transduction 
pathway, 5659 
fushi tarazu homeoprotein N-terminal do- 
main 
D. melanogaster 
synergistic activation of transcription, 
1599 


fushi tarazu proximal enhancer 
D. melanogaster 
proteins, interactions with, 5549 
fyn tyrosine protein kinase 
CD45 tyrosine protein phosphatase 
tyrosine phosphorylation, 1651 


G, cyclin expression 
S. cerevisiae 
heat shock mediated, 1034 
Ras-cAMP pathway, connection with, 
6274 
G,/S-specific transcription 
S. cerevisiae 
SWI14/SWI6 protein complex, 1069 
G protein subunits 
S. cerevisiae 
mating, interactions involved in, 1 
gadd153 gene 
glucose deprivation, regulation by, 4736 
GAGA transcription factor 
D. melanogaster 
cDNAs, 7961 
GAL4 gene 
S. cerevisiae 
weak expression, promoter elements 
determining, 4999 
GAL4-VP16 protein 
initiator-associated transcription, media- 
tion of, 7469 
Gal80 protein 
K. lactis 
galactose regulon, glucose repression 
of, 7566 
S. cerevisiae Gal80, conservation 
with, 7566 
S. cerevisiae 
galactose regulon, glucose repression 
of, 7566 
K. lactis Gal80, conservation with, 
7566 
GAL genes 
S. cerevisiae 
TSF3, silencing by, 831 
Gal2 gene product 
transformation gene, 762 
Gamma interferon 
FcRFy, activation of 
membrane-associated tyrosine kinase, 
requirement for, 3984 
vanadate, mimicking by, 3984 
gamma interferon activation factor, acti- 
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vation of 
tyrosine phosphatase/kinase signaling 
cascade, 1634 
Gamma interferon activation factor 
gamma interferon, activation by 
tyrosine phosphatase/kinase signaling 
cascade, 1634 
response 
developmental control in cells of mac- 
rophage lineage, 3245 
Gas6 protein 
vitamin K-dependent proteins, member 
of 
protein S, relation to, 4976 
GATA 
cis-acting sequences 
mediation of megakaryocyte-specific 
expression, 668 
GATA-1 
e-globin promoter transcription, require- 
ment for, 911 
U. maydis urbsI gene product, similarity 
to, 7091 
GATA-4 
mouse 
endodermally derived tissues and 
heart, 2235 
retinoic acid-inducible, GATA-binding 
transcription factor, 2235 
GATA family transcription factors 
DNA-binding specificities, 3999, 4011 
Gax gene 
rat 
vascular smooth muscle cells, down- 
regulation in, 3722 
G/C box-binding transcription factor, novel 
Wnt-1-inducing factor-1 
Wnt-1 expression during neuroectoder- 
mal differentiation, regulation of, 
1590 
GCD6 and GCD7 
S. cerevisiae 
elF-2 guanine nucleotide exchange 
factor, subunits of, 1920 
GCN4, translational regulation of, 
1920 
GCDI11 
S. cerevisiae 
eIF-2 y subunit, 506 
GCN4 expression, negative regulator 
of, 506 
GCNI1 
S. cerevisiae 
eukaryotic translation initiation factor 
2 phosphorylation, required for, 
3541 
GCN2 protein kinase 
S. cerevisiae 
activation, 5099 
GCN4 gene 
S. cerevisiae 
GCD6 and GCD7, translational regula- 
tion by, 1920 
GCD11, negative regulation by, 506 
translation, stimulation of, 5099 
GCN4 protein 
S. cerevisiae 
unusual activation site interspersed 
with complex transcriptional re- 
pression site in Ty2 elements, 
2091 
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GCRI gene 
S. cerevisiae 
ENO2, 2623 
GCRI protein 
S. cerevisiae 
TPI glycolytic gene expression, 543 
GC-rich domains 
mRNA and protein levels, bifunctional 
effects on, 3588 
transforming growth factor B1 expres- 
sion, control of, 3588 
Gene activation 
androgen specific 
magnitude, 6326 
stringency, 6326 
Gene switching 
y- to B-globin 
serum factors, modulation of develop- 
mental clock by, 4844 
Gene targeting 
insertion and replacement vectors 
crossover location, 2134 
Geranylgeranyltransferase-I 
S. cerevisiae, 4260 
Gfi-1 gene 
novel zinc finger protein, 1759 
progression of rat T cell lymphoma lines 
to IL-2 independence, 1759 
B-Globin 
CACCC element 
potential activators, discrimination 
among by correlation of binding 
and transcriptional properties, 44 
globin 
mouse 
transcription termination region, 578 
8-Globin DNA signals 
chicken 
chromatin assembly, influence on, 
7596 


B-Globin DNA-binding protein B1 
mouse 
hematopoietic cells and testis, expres- 
sion restricted to, 2929 
Spi-1/PU.1 transcription factor, identi- 
cal to, 2929 
a-Globin gene 
rabbit 
nuclear protein-binding sites, 5439 
B-Globin gene 
human 
expression, developmental control of, 
4836 


e-Globin gene 
human 
developmental regulation, 7457 
y-Globin gene 
B-globin gene, switching to 
serum factors, modulation of develop- 
mental clock by, 4844 
human 
expression, developmental control of, 
4836 


y-Globin gene promoter 
human 
stage selector element, Sp1 binding to, 
3272 


y-Globin genes 
human 

transgenic mice, developmental regu- 

lation in, 7636 


B-Globin promoter 
human 
locus control region, activation by, 
6969 
pB™ globin promoter 
mouse erythroleukemia cells 
reorganization of protein-DNA com- 
plexes, 1093 
e-Globin promoter 
enhancer-dependent transcription 
enhancer-bound AP-1/NF-E2, require- 
ment for, 911 
promoter-bound GATA-1, requirement 
for, 911 
Globin regulatory element (HS-40) 
human (2 globin promoter activation, 
2298 
Glucagon gene 
rat 
CREB, transcription by, 7080 
Glucocorticoid hormones 
neural retina development, chick 
C/EBP-like protein, 331 
Glucocorticoid receptor 
AP-1 activity, inhibition of 
Fos, preferential targeting of, 3782 
human 
7, transactivation domain interaction 
with basal transcriptional machin- 
ery, 399 
rat al-acid glycoprotein gene 
synergistic transcriptional activation 
with glucocorticoid receptor, 1854 
Glucose response complex 
L-type pyruvate kinase gene, 7725 
Glucose transporter genes 
T. brucei 
two distinct families, differential regu- 
lation of, 1146 
Glucose transporters 
multiple 
roles of, 638 
S. cerevisiae 
roles of, 638 
Glutathione inhibitors 
cellular 
ras expression, down-regulation of, 
4416 
Glutathione S-transferase Ya gene xenobi- 
otic response element 
rat 
C/EBP, regulation of function by, 4365 
dioxin receptor, regulation of function 
by, 4365 
Glycosyl-phosphatidylinositol-anchored 
proteins 
p56, interaction with, 6385 
p59", interaction with, 6385 
Golgi complex 
FGF3, retention of 
FGF3 export from cells, effect on, 
5781 
Granulocyte colony-stimulating factor 
myeloid cell differentiation, induction of 
v-myb, block by, 2269 
myeloid cell proliferation, induction of 
v-myb, lack of block by, 2269 
Granulocyte colony-stimulating factor re- 
ceptor 
human 
cytoplasmic domain, distinct regions 
of, 7774 
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Granulocyte colony-stimulating factor re- 
ceptor 
human 
cytoplasmic domain regions needed 
for proliferation and gene induc- 
tion, 2384 
Granulocyte-macrophage colony-stimulat- 
ing factor 
AU-rich noncoding region 
cotranslational mediation of selective 
destabilization of short-lived 
mRNAs, 1971 
short-lived mRNAs, selective destabi- 
lization of, 1971 
Granulocyte-macrophage colony-stimulat- 
ing factor promoter 
CLEO0 element 
binding factors, recognition by, 7399 
induction signals, mediation of, 7399 
Granulocyte-macrophage colony-stimulat- 
ing factor receptor, human 
BA/F3 pro-B cells, signalling in, 1440 
transduction of growth-promoting signals 
in mouse NIH 3T3 cells, 1440 
grb2 gene 
mouse 
molecular cloning, 5500 
Grb2 protein 
mouse 
EGF and NGF receptors, interactions 
with, 5500 
GRF10 protein 
S. cerevisiae 
SWIS protein, cooperative DNA bind- 
ing with, 5524 
Growth arrest 
p53 cellular activity, induction of, 4242 
Growth factors 
cyclin gene expression, regulation of 
T47D human breast cancer cell cycle 
progression, changes in, 3577 
GSP1 and GSP2 
S. cerevisiae 
prp20-1 mutant, genetic suppressors 
of, 2152 
GTPase-activating protein 
cell transformation by pp60**”, role in, 
6799 
NFI1 
differential regulation of cellular activi- 
ties, 2497 
p21’, interaction with 
p21” effector function, dissociation 
from, 7311 
SH2 domain 
in vivo binding properties, 1737 
GTPase-activating proteins 
a2-chimerin, 4986 
GTP-binding proteins 
S. cerevisiae 
nuclear organization, maintenance of, 
2152 


H2TFI1 
NF-«B p100 component, 6089 
Hamster 
dihydrofolate reductase minigene 
direct selection for mutations affecting 
specific splice sites, 289 
sterol-regulated genes 
transcriptional activation, loss of, 5175 


1 
F 
£ : 
r 
‘ 
- 
q 
. 


xxii © SUBJECT INDEX 


HAP! protein 
human 
Jun DNA binding regulation, residues 
essential for, 5370 
Heat shock 
D. melanogaster 
dopa decarboxylase gene splicing, ef- 
fect on, 4549 
Heat shock elements 
S. cerevisiae 
HSP70, 5637 
Heat shock factor 
D. melanogaster 
activation, 3481 
S. pombe 
requirement for growth at normal tem- 
peratures, 749 
Heat shock factor 1 
heat shock gene transcription, activation 
of 
DNA-binding activity, acquisition of, 
1392 
nuclear localization, 1392 
occurrence in absence of stress, 1392 
oligomerization, 1392 
Heat shock factor 3 
chicken 
new regulatory pathway, 1983 
Heat shock gene transcription 
heat shock factor 1, activation by 
DNA-binding activity, acquisition of, 
1392 
nuclear localization, 1392 
occurrence in absence of stress, 1392 
oligomerization, 1392 
Heat shock genes 
human 
HSF1 oligomerization, modification, 
and rapid translocation, 2486 
Heat shock protein 70 
rat 
expression altered by age and diet, 
2909 


Heat shock proteins, small 
higher plants 
endomembrane system, localization 
to, 238 
Heat shock stress regulatory pathway, 
novel 
S. cerevisiae 
cis and trans components, 248 
Heat shock transcription factor 
human 
DNA-binding activity regulation, 5427 
Heat shock transcription factor, novel 
chicken 
heat shock factor 3, 1983 
new regulatory pathway, 1983 
Heat shock transcription factors 1 and 2 
mouse 
HSP70 heat shock element, interaction 
with, 3370 
trimeric binding site preference, 3370 
HEB-E12-related protein heterodimer 
CD4 enhancer 
interactions with, 5620 
T cells, regulation of activity in, 5620 
HeLa cells 
RNA polymerase II transcription 
initiation and reinitiation rates, 4572 
heldup’ mutant 
D. melanogaster 
abnormal muscle development caused 


by splicing defect affecting se- 
lected troponin I isoforms, 1433 
Helix-loop-helix factor, cell-specific 
pro-opiomelanocortin gene 
pituitary expression, 2342 
Helix-loop-helix proteins 
basic 
TFEC, 4505 
D. melanogaster 
achaete proneural gene, regulation of, 


3514 
Id1 
loop region, 7874 
rat 


ADD1 transcription factor, 4753 
transcriptional activation motif, new 
functional conservation in yeast and 
mammalian cells, 792 
Hel-N1 protein 
human 
specificity, 3494 
Hematopoietic cell line, factor dependent 
fusion of Friend spleen focus-forming 
virus gp55 glycoprotein and erythro- 
poietin receptor, transformation by, 
739 
Hematopoietic cell phosphatase 
c-Kit, association with, 3350 
mouse 
IL-3-induced phosphorylation and mi- 
togenesis, down-regulation of, 
7577 
IL-3R, association with, 7577 
Hematopoietic cells 
IL-3 dependent 
Fik2/Fit3 receptor tyrosine kinase, 
6572 
Hematopoietic commitment 
embryonic stem cell differentiation, 473 
Heme oxygenase 
myelomonocytic cell lines, induction of 
expression in 
TPA, mediation by, 7881 
Hepatitis B virus 
core promoter 
hepatocyte-specific expression, 443 
positive and negative regulation, 443 
enhancer 
RFX1, transactivation by, 6375 
genetic element, novel 
HBV gene product expression, essen- 
tial for, 7476 
RRE-like properties, 7476 
myc family gene activation 
hepatic carcinogenesis, 659 
Hepatocyte 
hepatitis B virus core promoter, specific 
expression of 
positive and negative regulation, 443 
Hepatocyte growth factor/scatter factor 
receptor 
PI 3-kinase, association with 
binding, recognition motif for, 4600 
Hepatocyte nuclear factor 1 
interleukin-6-responsive element 
B fibrinogen promoter, 1183 
Hepatocyte nuclear factor 3 
liver-specific transcription 
nuclear factor 1, interactions with, 
2401 
transcriptional activation by, blocking of 
apolipoprotein B gene reducer, 1534 
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HER2/neu receptor 
human carcinoma cells 
growth, effect on, 2247 
truncation produced by alternative 
RNA processing, 2247 
Herpes simplex virus 
Vmw65 
acidic domain, transcriptional activa- 
tion by, 5233 
Heteroduplex DNA 
S. cerevisiae 
formation late in meiotic prophase, 
373 
Heteroduplexes 
S. cerevisiae 
meiotic recombination, detection dur- 
ing, 2324 
Heterogeneous nuclear ribonucleoprotein 
Al 
exon skipping and inclusion, modulation 
of, 2993 
Heterogeneous nuclear ribonucleoproteins 
C proteins 
phosphorylation, cell cycle regulation 
of, 5762 
Hexokinase gene 
K. lactis 
RAGI transcriptional regulation, re- 
quired for, 3882 
HF-1b zinc finger protein 
rat 
myosin light-chain 2 gene, binding to 
element of, 4432 
Hibernation-associated gene regulation 
plasma proteins with collagen-like do- 
main 
mammalian hibernators, 1516 
High-mobility-group box proteins 
mouse 
tsHMG gene, encoded by, 4323 
High-mobility-group-like protein 
T. thermophila 
targeting to micronuclei in cell cycle- 
dependent and developmentally 
regulated fashion, 163 
HIRI and HIR2 
S. cerevisiae 
histone gene transcription, genes re- 
quired for, 28 
Histone gene repeats 
D. melanogaster 
DNA replication, 4098 
Histone gene transcription 
S. cerevisiae 
HIRI and HIR2, 28 
Histone H2A gene 
demethylation in F9 embryonal carci- 
noma cells, 5538 
Histone H2A.X gene 
transcription, regulation of 
other replication-linked histone genes, 
difference of regulation of, 984 
Histone H2B gene 
demethylation in F9 embryonal carci- 
noma cells, 5538 
Histone H5 gene 
chicken 
transcription, regulation of, 4904 
HKE1/RATI1 
S. cerevisiae 
exonuclease-encoding XRN1/KEM1 
gene, homology to, 341 
exoribonuclease activity, protein with, 
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341 
hMEF2C gene 
brain-specific transcription factor, 2564 


skeletal muscle-specific transcription fac- 


tor, 2564 
HMR locus 
S. cerevisiae 
silencing, factors affecting, 3919 
HMRE mating-type silencer 
S. cerevisiae 
HSP82 heat shock gene, rapidly re- 
versible, position effect on, 727 
HNF-3 transcription factors 
CC10 gene, regulation of, 3860 
Homeodomain proteins 
mouse 
DNA-binding specificity, 2354 
Hox-4.2 gene 
mouse 
retinoic acid response element, up- 
stream, 257 
HoxB5 protein 
human 
DNA binding, cooperative, 4609 
HRIGRXXR region 
elF-4A 
ATP hydrolysis, required for, 6789 
RNA binding, required for, 6789 
heat shock gene activation 
oligomerization, modification, and 
rapid translocation, 2486 
hsp26 
D. melanogaster 
chromatin structure, 2802 
(CT),, - (GA),, repeats and heat shock 
elements, distinct roles of, 2802 
transcriptional activation, 2802 
hsp60 
mitochondria 
loss of function in, 3050 
S. cerevisiae 
mitochondrial function, loss of, 3050 
hsp70 
human 
heat shock transcription factor DNA 
binding, regulation of, 5427 
HSP70 heat shock elements 
S. cerevisiae, 5637 
HSP78 gene 
S. cerevisiae 
Clp family protein, encoding of, 6304 
HSP82 heat shock gene 
S. cerevisiae 
HMRE mating-type silencer, rapidly 
reversible position effect of, 727 
Hsp83 
D. melanogaster 
RNA localization, 3773 
hsp90 and hsp70 
p60 60-kilodalton stress-related protein, 
interaction with, 869 
htB gene 
CACCC box-bindirg protein, encoding 
of, 5691 
isolation, 5691 
Human 
aldolase A gene 
muscle-specific promoter, 9 
opportunistic promoter, 9 
ubiquitous promoter, 9 
alpha satellite repeat unit variants 


recombination events, localization of, 


6520 
Alu repeats 
methylation, 4523 
Alu repetitive elements 
adenovirus type 5, activation of RNA 
polymerase ill transcription by, 
3231 
AML-1 protein 
DNA binding, sequence specific, 6336 
runt homology domain, 6336 
AML-1/ETO protein 
DNA binding, sequence specific, 6336 
runt homology domain, 6336 
apolipoprotein B gene reducer 
hepatocyte nuclear factor 3, blocking 
of transcriptional activation by, 
1534 
astrocytoma cells 
transformed phenotype, reversion of, 
7203 
BCL2 proto-oncogene 
yeast artificial chromosomes, expres- 
sion in, 5469 
beta interferon mRNA 
translational regulation, 3487 
B-like globin gene, embryonic 
developmental regulation, 7457 
biliary glycoprotein gene 
family of novel alternatively spliced 
RNAs, 1273 
carcinoma cells 
HER2/neu receptor, 2247 
cardiac/slow-twitch troponin C gene 
regulation, 6752 
CD4 
transgenic mice, tissue-specific expres- 
sion in, 2952 
CD8a gene 
last intron, enhancer in, 7056 
centromeric heterochromatin 
structural characteristics, higher or- 
der, 6520 
chromosome 7 
indefinite division of fibroblasts, sup- 
pression of, 6036 
CRK protein 
PC12 cells, neuronal differentiation of, 
4409 


SH2 and SH3 domains, 4409 
cyclin A 
cdc2 kinase, activation of, 1194 
conserved cyclin box, 1194 
cytokine LD78 gene promoter 
binding of transcriptional factors to 
negative regulatory element, 2787 
DAD1 protein 
cDNA, cloning of, 6367 
DNA polymerase a 
simian virus 40 large T antigen, inter- 
action with, 809 
dunce-like phosphodiesterase genes 
D. melanogaster dunce gene, homol- 
ogy to, 6558 
dunce-like phosphodiesterases 
antidepressant drugs, potential targets 
for, 6558 
EMS] gene product 
carcinomas, amplification and overex- 
pression in, 2891 
cell-substratum contact sites, location 
in, 2891 
v-sre substrate, homology to, 2891 
e-globin gene 


SUBJECT INDEX xxiii 


developmental regulation, 7457 
ERCCS5 cDNA-cosmid complementation, 
6393 
ERCCS gene 
S. cerevisiae RAD2, homology to, 
6393 
S. pombe rad13, homology to, 6393 
Fcy receptor gene 
IFN regulatory mechanism, novel, 
2182 
IFN-y, activation by, 2182 
myeloid-ceil-specific expression, 2182 
B fibrinogen promoter 
hepatocyte nuclear factor 1-dependent 
interleukin-6-responsive element, 
1183 
fibroblast growth factor family, ninth 
member of 
cytokine cDNA, novel, 4251 
fibroblast growth factor receptor 2 pre- 
mRNA 
alternative splicing, 5461 
B-globin gene 
expression, developmental control of, 
4836 


y-globin gene 
expression, developmental control of, 
4836 


y-globin gene promoter 
stage selector element, Sp1 binding to, 
3272 
y-globin genes 
transgenic mice, developmental regu- 
lation in, 7636 
B-globin promoter 
locus control region, activation by, 
6969 


glucocorticoid receptor 
7, transactivation domain interaction 
with basal transcriptional machin- 
ery, 399 
granulocyte colony-stimulating factor 
receptor 
cytoplasmic domain, distinct regions 
of, 7774 
granulocyte colony-stimulating factor 
receptor 
cytoplasmic domain regions needed 
for proliferation and gene induc- 
tion, 2384 
granulocyte-macrophage colony-stimulat- 
ing factor receptor 
BA/F3 pro-B cells, signalling in, 1440 
transduction of growth-promoting sig- 
nals in mouse NIH 3T3 cells, 
1440 
protein 
Jun DNA binding regulation, residues 
essential for, 5370 
heat shock genes 
HSF1 oligomerization, modification, 
and rapid translocation, 2486 
heat shock transcription factor 
DNA-binding activity regulation, 5427 
Hel-N1 protein 
specificity, 3494 
HER2/neu receptor 
growth, effect on, 2247 
truncation produced by alternative 
RNA processing, 2247 
HoxB5 protein 
DNA binding, cooperative, 4609 
hsp70 
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heat shock transcription factor DNA 
binding, regulation of, 5427 
IL-2RB gene promoter 
regulation, 6201 
interferon regulatory factor | gene pro- 
moter, 690 
interferon-inducible domain, 690 
interleukin-1B gene 
CRE/ATF-like site in URS, 6678 
induction in monocytic cell lines, 6678 
interleukin-1B gene regulation 
lipopolysaccharide, 3831 
mycobacterial components, 3831 
nuclear factor-IL6 motifs, mediation 
by, 3831 
interleukin-1B promoter 
autoregulatory loop, positive, 6231 
NF-«B site, functional, 6231 
KS promoter 
differentiation specificity, 3176 
keratinocyte specificity, 3176 
K562 cells 
B-globin promoter CAAT box, 6969 
keratin 18 gene 
transcriptional insulation in transgenic 
mice, 2214, 6742 
lymphocyte apoptosis 
y-irradiation induced, 4875 
ubiquitin pathway, 4875 
mdm-2 protein 
p53 interaction domain, 4107 
mitochondrial transcriptional activator 
S. cerevisiae mitochondrial HMG-box 
protein, replacement of, 1951 
mitogen-activated protein kinases 
p44°"*!, 4679 
c-myc gene 
Xenopus oocytes, elongation in, 1296 
c-myc promoters 
activities, control of, 5710 
NADPH phagocyte oxidoreductase gene 
gp91-phox subunit 
S. pombe frp1* , homology to, 4342 
neuroblastomas 
differentiation, role of trkA cDNA in, 
7447 
NF-E2 complex 
hematopoietic cell-specific subunit, 
5604 
purification, 5604 
nuclear proteins 
pre-mRNA 3' splice site sequence, 
binding to, 4301 
telomeric DNA repeat, binding to, 
4301 
osteocalcin gene 
tumor necrosis factor-responsive ele- 
ment, down-regulation by, 3714 
Pi/dsI kinase 
relatedness to human immunodefi- 
ciency virus type 1 TAR RNA- 
Dinding protein TRBP, 2193 


mitogen-activated protein kinase, 4679 
p53 

mdm-2 interaction domain, 4107 
peptide-binding protein 74 

heat shock protein 70 family, member 

of, 3598 

PI 3-kinase, novel 

p85, binding site on, 7677 

ubiquitous expression, 7677 
pre-rRNA 


psoralen cross-linking to small nucleo- 
lar RNAs, 4382 
prointerleukin 1B gene 
tissue-specific induction, 1332 
proliferating cell nuclear antigen pro- 
moter 
243-residue adenovirus E1A oncopro- 
teins, transactivation by, 1697 
Raf-1 protein kinase, estradiol dependent 
cell transformation, conditional, 6241 
MAP kinase cascade, activation of, 
6241 
replication protein A 
ionizing radiation-induced phosphory- 
lation response, 7222 
tRNA genes 
DNA replication initiation and termi- 
nation, 6600 
SF2/ASF 
exon skipping and inclusion, modula- 
tion of, 2993 
small nucleolar RNAs 
psoralen cross-linking to pre-rRNA, 
4382 
squalene synthetase 
S. cerevisiae and S. pombe squalene 
synthetases, similarities to, 2706 
SR proteins, 4023 
SRp75, cDNA encoding, 4023 
T-47D breast cancer cells 
cell cycle progression, changes in, 
3577 
cyclin gene expression, regulation of, 
3577 
T cells, primary 
E2F, cell cycle analysis of, 3975 
TATA box-binding polypeptide 
p53 activation domain, binding to, 
3291 
TATA-binding protein 
poliovirus protease 3C, direct cleavage 
by, 1232 
telomeric DNA repeat 
nuclear proteins, binding to, 4301 
triosephosphate gene 
RNA 3’-end formation, function of 
last-intron sequences in, 3359 
trkA cDNA 
neuroblastomas, expression in, 7447 
tumor necrosis factor-responsive ele- 
ment 
osteocalcin gene, down-regulation of, 
3714 
TxREF protein 
cis element binding, 6490 
U2 locus, artificial 
Ad12-inducible fragile site, 6064 
U6 small nuclear RNA gene 
distal control region, 4670 
UV-damaged DNA templates 
replication and mutagenesis, 533 
vimentin promoter 
human T-cell leukemia virus type I 
Tax protein, modulation by, 89 
negative element, 89 
V(D)J recombination 
coding joint formation, 3900 
signal joint formation, 3900 
c-Yes tyrosine kinase 
elevated intracellular calcium levels, 
inactivation by, 7507 
(2 globin promoter 
globin regulatory element (HS-40), 
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activation by, 2298 
Human cytomegalovirus 
major immediate-early proteins 
transcriptional activation mediated by, 
1238 
Human immunodeficiency virus 
long terminal repeat 
inducible transcriptional activation by 
protein kinase inhibitors, 5245 
Human immunodeficiency virus type 1 
inducer of short transcripts 
short RNA synthesis, activation of, 
1251 
long terminal repeat 
NF-«B motif function, 5057 
Sp1 motif function, 5057 
thyroid hormone response elements, 
5057 
Rev protein 
pre-mRNA, function with respect to, 
6180 
TAR RNA-binding protein TRBP 
Drosophila Staufen, relatedness to, 
2193 
human P1/dsl kinase, relatedness to, 
2193 
Human papillomavirus 
E6 protein 
binding, 4918 
p53, association with, 4918 
ubiquitination of associated proteins, 
4918 
Human papillomavirus E6 oncoprotein 
p53, interaction with 
E6-AP, mediation by, 775 
Human papillomavirus type 16 
E7 protein 
E2F-cyclin A complex, association 
with, 6537 
retinoblastoma gene product E2F, in- 
teraction with, 953 
Human T-ce!l leukemia virus type I 
IL-2 enhancer, cis element required for 
induction of 
Tax-inducible protein, binding to, 6490 
Tax protein 
human vimentin promoter, modulation 
of, 89 


ICSBP gene 
mouse 
gamma interferon-responsive element, 
3951 
Id1 protein 
loop region 
dominant negative activity, critical 
for, 7874 
IFN regulatory mechanism, novel 
human Fcy receptor gene, 2182 
IFN-y 
human Fcy receptor gene, activation of, 
2182 
Igf 2 gene 
mouse 
activation, 4928 
IkB MAD-3 
RelA(p65)} dimerization with NFKB2 
regulation of DNA binding, transcrip- 
tional activation, and inhibition, 
1315 
IxBa 
loss, 3301 
phosphorylation, 3301 
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Illegitimate integration 
S. cerevisiae, 2697 
Immediate-early genes 
serum inducibility, attenuation of 
oncoproteins, 2011 
tyrosine kinase signaling pathways, 
2011 
Immediate-early proteins, major 
human cytomegalovirus 
transcriptional activation mediated by, 
1238 
Immunoglobulin genes 
rearrangement in pre-B-cell lines 
RAG-1 and RAG-2, insufficiency of, 
3890 
Immunoglobulin heavy-chain 3’a enhancer 
mouse 
NF-HB, repression by, 3611 
Immunoglobulin heavy-chain enhancer 
octamer/pE4 region 
gene repression, mediation of, 3530 
a element 
pre-B-cell specificity, 5957 
SV40 ori-dependent DNA replication, 
regulation of, 5629 
Immunoglobulin heavy-chain gene 
expression 
Ets proteins, regulation by, 7163 
Immunoglobulin heavy-chain locus 
B-cell-specific 3’ enhancer 
a constant region, close to, 1547 
Immunoglobulin « light-chain gene 
rearrangement 
Ig » heavy chain, stimulation by, 5679 
transcription, negative regulation of 
short sequence homologous to murine 
B1 repetitive element, 3698 
Immunoglobulin enhancer 
mouse 
PU.1-containing complex, binding to, 
645: 


Immunoglobulin »p heavy chain 
« light-chain rearrangement, stimulation 
of, 5679 
Immunoglobulin superfamily member 
S. cerevisiae a-agglutinin, 2554 
Immunophilins 
signal transduction inhibition, mediation 
of 
calcineurin binding, role of, 4760 
cellular location, role of, 4760 
FKS506 
S. cerevisiae, amino acid import inhi- 
bition in, 5010 
Inducer of short transcripts 
human immunodeficiency virus type 1 
transcriptional element 
short RNA synthesis, activation of, 
1251 
Infectious bronchitis virus 
RNA pseudoknot 
translation, ribosomal pausing during, 
6931 
Initiator-associated transcription 
GAL4-VP16, mediation by, 7469 
Initiator-mediated transcription 
TATA-binding protein and DNA, func- 
tional interaction between, 3841 
Insects 
pentanucleotide telomeric sequence 
(TTAGG),,, 1424 


Instantaneous heat shock 
D. melanogaster 
transcription, effect on, 3456 
Insulin 
Ras activation 
p21, enhanced exchange of guanine 
nucleotides on, 155 
signals, pleiotropic 
IRS-1 phosphorylation, engagement 
by, 7418 
Interferon 
consensus sequence-binding protein 
interferon-induced gene expression, 
suppression of, 588 
induction of gene transcription 
consensus sequence-binding protein, 
suppression by, 588 
Interferon regulatory factor 1 
recognition DNA sequences, 4531 
Interferon regulatory factor 1 gene pro- 
moter 
human 
interferon-inducible domain, 690 
Interferon regulatory factor 2 
recognition DNA sequences, 4531 
Interferon regulatory factor family 
interferon consensus sequence-binding 
protein 
interferon-induced gene transcription, 
suppression of, 588 
Interferon-induced gene expression 
nuclear tyrosine phosphatase, downregu- 
lation by, 7515 
Interferon-inducible domains 
interferon regulatory factor 1 gene pro- 
moter, 690 
Interferons 
E2F DNA-binding activity, suppression 
of, 5255 
Interferon-stimulated response element 
binding factors, novel 
double-stranded RNA, activation by, 
3756 
Interleukin-1 
IxBa, phosphorylation and loss of, 3301 
NF-«B activation, mechanism of, 3301 
Interleukin-1B gene 
human 
CRE/ATF-like site in URS, 6678 
induction in monocytic cell lines, 6678 
regulation, mediation of, 3831 
Interleukin-1fB promoter 
human 
autoregulatory loop, positive, 6231 
NF-«B site, functional, 6231 
Interleukin-2 
rat T cell lymphoma lines, dependent 
Gfi-1 gene activation, 1759 
progression to IL-2-independent 
growth, 1759 
Interleukin-2 gene 
inducibility, developmental changes in 
molecular basis, 228 
inhibition of inducible activity 
cyclosporin A, 1155 
noncanonical octamer-binding site, 
1155 
transforming growth factor B, 1155 
Interleukin-2 receptor a-chain enhancer 
T lymphocytes 
activation by interaction between se- 
rum response factor-binding ele- 
ments and NF-«B, 2536 
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Interleukin-2 receptor B chain 
human 
gene promoter, 6201 
Interleukin-3 receptor 
B chain 
hematopoietic cell phosphatase, asso- 
ciation with, 7577 
Interleukin-4 gene 
mouse 
expression in T cells, control of, 4793 
Interleukin-5 
B-cell differentiation pathway 
distinct from that of IL-6, 3929 
Interleukin-6 
acute-phase response factor activation at 
posttranslational level, 276 
B-cell differentiation pathway 
distinct from that of IL-5, 3929 
E2F DNA-binding activity, suppression 
of, 5255 
junB promoter, novel response element 


in 
CRE -like site, 3027 
Ets-binding site, 3027 
MI cells, effects on 
wild-type p53, complementation by, 
7942 


Interleukin-6 and retinoic acid signalling 
convergent regulation of Oct-1 and NF- 
IL6 synthesis, 2515 
Interleukin-6-responsive element 
hepatocyte nuclear factor 1 dependent 
human 6 fibrinogen promoter, 1183 
Interleukin-8 
promoter 
NF-«B subunit-specific regulation, 
6137 
Interleukin-8 gene 
regulation mechanisms 
C/EBP and NF-«B, synergism and 
cooperativity between, 7191 
Intervening sequence 
T. thermophila 
26S rRNA, alternative helix in, 1137 
excision and integration, 1137 
Intracisternal A particle 
mouse 
upstream element, interaction of YY1 
with, 6621 
YY1, interaction of upstream element 
with, 6621 
Intracisternal A-particle genes 
expression 
mouse plasmacytomas, 7439 
Introns 
mammalian 
3’ splice site selection, 4939 
Inverted DNA repeats 
S. cerevisiae 
genomic instability, source of, 5315 
I-Ppol endonuclease 
P. polycephalum 
target site, interaction with, 7531 
IRS-1 protein 
phosphorylation 
pleiotropic insulin signals, engagement 
of, 7418 
Ischemia and toxic injury 
kidney 
Kid-] regulation, 1933 
ISGF3y 
protein-DNA and protein-protein inter- 
actions, domains mediating 
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DNA-binding specificity, 196 
transcription factor assembly, 196 


Jun 
action 
thyroid hormone receptor, modulation 
by, 3042 
c-jun promoter 
protein-DNA interactions in vivo 
UV response, mediation of, 5490 
c-Jun/AP-1 
mitogenic response to TNF-a, required 
for, 4284 
JunB 
NFAT-1 DNA binding complex, 1911 
junB promoter 
interleukin-6 response element, novel 
CRE-like site, 3027 
Ets-binding site, 3027 


KS promoter 
human 
differentiation specificity, 3176 
keratinocyte specificity, 3176 
K562 cells 
human 
B-globin promoter CAAT box, 6969 
KAR2 (BiP) gene 
S. cerevisiae 
promoter region with domain that re- 
sponds to unfolded proteins in 
endoplasmic reticulum, 877 
KDEL receptor 
mammalian 
transmembrane topology, 6435 
Ke 6 
major histocompatibility complex, novel 
gene within 
polycystic kidney disease, downregu- 
lation in, 1847 
Keratin 18 gene 
human 
transcriptional insulation, Alu involve- 
ment in, 6742 
transcriptional insulation in transgenic 
mice, 2214 
transgenic mice 
cis regulation, 1815 
Kid-1 
renal transcription factor, putative 
ischemia and toxic injury, regulation 
in response to, 1933 
ontogeny, regulation during, 1933 
Kidney 
Kid-] putative transcription factor 
ischemia and toxic injury, regulation 
in response to, 1933 
ontogeny, regulation during, 1933 
Kidney disease, polycystic 
Ke 6 novel gene in major histocompati- 
bility complex 
downregulation, 1847 
kin-15 gene 
C. elegans 
novel protein tyrosine kinase, encod- 
ing of, 7133 
kin-16 gene 
C. elegans 
novel protein tyrosine kinase, encod- 
ing of, 7133 


Kinetoplast DNA minicircles 
C. fasciculata 
zinc finger protein, binding to, 7766 
Kininogen family genes 
rat 
hepatic expression, differential, 6766 
Kit 
molecular chimeras 
stem cell factor-binding site, 2224 
c-Kit 
hematopoietic cell phosphatase, associa- 
tion with, 3350 
Kluyveromyces lactis 
Gal80 protein 
galactose regulon, glucose repression 
of, 7566 
S. cerevisiae Gal80, conservation 
with, 7566 
hexokinase gene 
RAGI transcriptional regulation, re- 
quired for, 3882 
LAC9 (KIGAL4) 
autoregulation, 3058 
expression, control of, 3058 
RAG]! gene 
hexokinase gene required for tran- 
scriptional regulation, 3882 
Reblp 
bipartite DNA-binding domain, 1173 
Kriippel family nuclear proteins 
mouse erythroid Krippel-like factor, 
relationship to, 2776 
KRE6 gene 
S. cerevisiae 
putative membrane protein, encoding 
of, 4039 
SKN1, functional homolog of, 4039 
KRE9 gene 
S. cerevisiae 
O glycoprotein involved in B-glucan 
assembly, 6346 


L1 ribosomal protein 
S. cerevisiae, requirement for 
5S rRNA, stability of newly synthe- 
sized, 2835 
60S ribosomal subunits, assembly of, 
2835 
LAC9 (KIGAL4) 
K. lactis 
autoregulation, 3058 
expression, control of, 3058 
Lactoferrin gene 
mouse 
COUP-TF, repression of estrogen re- 
ceptor-mediated activation by, 
1836 
estrogen receptor-mediated activation, 
1836 


Large T antigen 
simian virus 40 
human DNA polymerase a, interac- 
tion with, 809 
interactions with multiple components 
of the transcription complex, 961 
transcriptional activation by, 961 
Ick tyrosine protein kinase 
CD45 tyrosine protein phosphatase 
tyrosine phosphorylation, 1651 
Leu3 protein 
S. cerevisiae 
functions, 5702 
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LFB1 (HNF'1) liver transcription factor 
X. laevis 
developmental regulation and tissue 
distribution, 421 
LFB1 protein 
X. laevis 
expression, tissue specific and embry- 
onic, 6416 
Ligand-binding regions 
M-CSF receptor extracellular domain, 
5348 
LINE-1 RNA and protein 
mouse embryonal carcinoma cells, 
expression in, 5383 
Linear mitochondrial DNA 
yeasts, 2309 
closed-loop structure of termini, 2315 
linear-circular conversion mecha- 
nisms, 2315 
Liver 
transgenic mouse 
carcinogenesis, oncogene induced, 320 
Liver alpha-1 acid glycoprotein gene 
induction 
positive and negative transcription fac- 
tors, 432 
Liver transcription factor LFB1 (HNF1) 
X. laevis 
developmental regulation and tissue 
distribution, 421 
Liver-specific transcription 
hepatocyte nuclear factor 3 and nuclear 
factor 1 interactions 
binding of DNA in close apposition, 
2401 
Long terminal repeat 
HIV 
inducible transcriptional activation by 
protein kinase inhibitors, 5245 
HIV-1 
thyroid hormone response elements, 
5057 
L-type pyruvate kinase gene 
glucose response complex, 7725 
Lungs 
adult 
cellular immediate-early gene expres- 
sion, 3213 
developing 
cellular immediate-early gene expres- 
sion, 3213 
LyF-1 
mouse terminal deoxynucleotidyltrans- 
ferase gene 
interaction with critical promoter ele- 
ment in, 2982 
Lymphocytes 
human 
apoptosis, ubiquitin pathway involve- 
ment in, 4875 
Lymphoid enhancer-binding factor 1 
murine somatic cell hybrids 
T cell receptor alpha-chain gene, ex- 
tinction of expression of, 1943 


Macromolecular synthesis 
Bcl-2-controlled cell death, not required 
for, 7000 
Macrophage colony-stimulating factor re- 
ceptor 
extracellular domain 
ligand-binding regions, 5348 


4a 


VoL. 13, 1993 


Macrophage inflammatory protein la 
immediate-early gene 
transcriptional regulation, 5276 
MAG and MGTI genes 
S. cerevisiae 
transcriptional regulation, common 
element in, 7213 
Maize 
atp promoter, mitochondrial, 7232 
Major histocompatibility complex 
Ke 6 novel gene 
polycystic kidney disease, downregu- 
lation in, 1847 
mouse 
class I gene conversion mechanisms, 
4374 
Major histocompatibility complex class I 
allogeneic protein, transgenic overex- 
pression of 
nonimmune thyroid destruction, 1554 
Major histocompatibility complex class I 
genes 
retinoic acid induction 
embryonal carcinoma cells, 6157 
Mak protein kinase 
rat 
210-kDa cellular phosphoprotein, asso- 
ciation with, 4146 
spermatogenesis, expression in, 4146 
Mammalian hibernators 
hibernation-associated gene regulation, 
1516 
Mammalian introns 
3’ splice site selection 
competition between AGs, 4939 
scanning, 4939 
Mammalian KDEL receptor 
transmembrane topology, 6435 
Mammalian and yeast cells 
functional conservation of helix-loop- 
helix protein transcriptional activa- 
tion motif, 792 
map3* 
S. 
putative M-factor receptor, 80 
MAP kinase 
Xenopus oocytes 
Mos, stimulation by, 2546 
MAP kinase kinase 
Mos, in vitro stimulation by, 2546 
MAST205 protein 
Ser/Thr kinase, testis specific, 7625 
spermatid manchette microtubules, asso- 
ciation with, 7625 
MATa transcript 
S. cerevisiae 
mRNA decay, promotion of, 5141 
MATa transcription 
S. cerevisiae 
Ste signal transduction pathway for 
mating pheromones, 2050 
Max 
Myc, sequence-specific transcriptional 
activation by, 383 
sequence-specific transcriptional activa- 
tion, repression of, 383 
max gene 
zebra fish 
constant expression level, 2765 
oncogenic activity, 2765 
MCM1 
S. cerevisiae 
arginine metabolism, regulation of, 


2586 
SPT13 (GAL11), regulation of activity 
in Tyl elements by, 63 
Ty1, binding to transcriptional control 
element in, 57 
mdm-2 oncogene 
p53 suppression of transformed cell 
growth, overcoming of, 301 
MDM 2 protein 
p53, binding to, 6849 
p53 interaction domain, 4107 
SV40 T antigen, binding to, 6849 
mdr3 gene 
mouse 
retrovirus insertion in tumor cells, ac- 
tivation by, 7380 
MEF-2 site 
myosin light chain-2 promoter 
new serum-responsive, cardiac tissue- 
specific transcription factor, 1222 
MEF-3 motif 
rat aldolase A gene induction, role in, 
6469 


Megakaryocytes 
GATA and Ets cis-acting sequences, 
mediation of specific expression by, 


Meiosis 
S. cerevisiae 
formation of stable heteroduplex DNA 
late in meiotic prophase, 373 
timing of molecular events, 373 
Meiosis-specific arrest 
S. cerevisiae 
DNA topoisomerase II mutants, 3445 
Meiotic recombination 
S. cerevis:ae 
heteroduplexes, physical detection of, 
2324 
Membrane skeleton 
polyomavirus middle T antigen, interac- 
tion with, 4703 
met receptor tyrosine kinase 
oncogenic potential, activation of 
leucine zipper-mediated dimerization, 
6711 
Metallothionein locus 
mouse 
distal regulatory elements, 5266 
Metallothionein spMTA gene 
sea urchin embryo 
promoter and intron 1 regions, combi- 
natorial regulation by, 993 
M-factor receptor, putative 


map3* , 80 
B2-Microglobulin promoter 
mouse 
regulatory element, 6629 
Microtubule cytoskeleton 
PDGF-PI-3 kinase complexes, potential 
interactions with, 6052 
Microtubule function 
A. nidulans 
a-tubulin isogene products, 4465 
Middle T antigen 
polyomavirus 
membrane skeleton, interaction with, 
4703 
MIM44 protein 
S. cerevisiae 
membrane translocation, involvement 
in, 7364 
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Minichromosomes 
simian virus 40 
nucleosome assembly factor, 1059 
Mini-exon 
vertebrate 
recognition in vivo as an exon-intron- 
exon unit, 2677 
Mitochondria 
hsp60 function 
S. cerevisiae, loss in, 3050 
S. cerevisiae 
cytochrome b transcripts, CBP1-de- 
pendent accumulation of, 4203 
cytochrome c, import of, 6442 
escape of DNA from, 5418 
hsp60 function, loss of, 3050 
Mitochondrial DNA 
D-loop region 
single termination-associated se- 
quence, protein binding to, 2162 
linear 
closed-loop structure of termini, 2315 
linear-circular conversion mecha- 
nisms, 2315 
yeasts, 2309, 2315 
N. crassa 
hyperactive recombination, 6778 
S. cerevisiae 
in vivo ligation of transforming DNA 
to, 2697 
Mitochondrial HMG-box protein 
S. cerevisiae 
replacement with human mitochon- 
drial transcriptional activator, 
1951 
Mitochondrial inner membrane 
S. cerevisiae 
preprotein translocation, 7364 
Mitochondrial RNA 
S. cerevisiae 
dodecamer sequence, protein complex 
binding to, 4167 
Mitogen-activated protein kinase activator 
family 
X. laevis 
XMEK2, 5738 
XMEKS3, 5738 
Mitogen-activated protein kinase kinases 
rat 
MKK2, 4539 
Mitogen-activated protein kinases 
human 


S. pombe Spk1, relationship to, 6427 
Mitogenic signal transduction 
coupling of Ras to Raf activation, 7645 
Mitogen-responsive promoter region 
multiple signalling pathways, synergistic 
activation through, 1796 
Mitosis 
activation 
myristylation, requirement for, 1464 
Mitosis, entry into 
S. cerevisiae 
checkpoint-arrested cells, 3744 
Mitosis and meiosis 
S. cerevisiae 
B-type cyclins, differential function 
and expression of, 2113 
Mitotic arrest 
X. laevis 
cyclin B2 amino terminus, 1480 
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Mitotic recombination 
S. cerevisiae 
substrate length requirements, 3937 
MKKI1 
S. cerevisiae 
protein kinase-mediated pathway, 
function in, 3076 
MKK2 
S. cerevisiae 
protein kinase-mediated pathway, 
function in, 3076 
MKK2 protein kinase kinase 
rat 
characterization, 4539 
identification, 4539 
Monkey 
UV-damaged DNA templates 
replication and mutagenesis, 533 
Morphogenesis 
S. cerevisiae, requirements for 
casein kinase I-like protein kinases, 
YCKI and YCK2 encoded, 2870 
Mos 
Xenopus oocytes 
MAP kinase kinase activation in vitro, 
2546 
MAP kinase stimulation, 2546 
Mouse 
acute myeloid leukemia 
E2A-Pbx1 t(1;9) translocation protein 
of human pre-B-cell acute lym- 
phocytic leukemia, 351 
adenosine deaminase gene 
stable transcription arrest site in first 
intron, 2718 
adenosine deaminase locus 
replication initiation sequence, 5931 
arrestin gene proximal promoter 
photoreceptor cells, gene expression 
in, 4400 
retinal factor-binding site, 4400 
bidirectional DNA replication origin, 
localization of 
adenosine deaminase loci, episomally 
amplified, 2971 
native locus, 2971 
brain DNA-binding protein 
myelin basic protein gene expression, 
3103 
class I major histocompatibility complex 
gene conversion mechanisms 
mutation clusters, unusual, 4374 
aB-crystallin 
NIH 3T3 fibroblasts, 1824 
aB-crystallin/small heat shock protein 
enhancer 
control elements, 7144 
cytosolic glutathione peroxidase gene 
transcriptional up-regulation, 6290 
double-minute chromosome 
CpG island mapping, 4459 
embryonal carcinoma cells 
LINE-1 RNA and protein, expression 
of, 5383 
embryonic stem cells 
gene-targeting tag and exchange, 4115 
site-directed point mutations, 4115 
erythroid Krippel-like factor 
CACCC element, binding to, 2776 
Krippel family nuclear proteins, rela- 
tionship to, 2776 
erythroleukemia cells 
CAAT box, binding of novel factor to, 


6969 
differentiation arrest, 5582 
erythroid differentiation, 1093 
B-globin promoter activation, 6969 
p™ globin promoter, 1093 
B-globin promoter-binding factor, 4311 
heme synthesis, induction of, 7122 
p53-induced cell death, 711 
stromal cell-independent growth, 5582 
terminal differentiation, blocking of, 
3505 
erythropoietin receptor gene 
upstream repetitive element, transcrip- 
tional inhibition by, 98 
Evi-1 gene 
zinc fingers, 4291 
c-fms 
mRNA expression, control of, 3191 
GATA-4 
endodermally derived tissues and 
heart, 2235 
retinoic acid-inducible, GATA-binding 
transcription factor, 2235 
globin 
transcription termination region, 578 
B-globin DNA-binding protein B1 
hematopoietic cells and testis, expres- 
sion restricted to, 2929 
Spi-1/PU.1 transcription factor, identi- 
cal to, 2929 
grb2 gene 
molecular cloning, 5500 
Grb2 protein 
EGF and NGF receptors, interactions 
with, 5500 
heat shock transcription factors 1 and 2 
HSP70 heat shock element, interaction 
with, 3370 
trimeric binding site preference, 3370 
hematopoietic cell phosphatase 
IL-3-induced phosphorylation and mi- 
togenesis, down-regulation of, 
7577 
IL-3R, association with, 7577 
homeodomain proteins 
DNA-binding specificity, 2354 
Hox-4.2 gene 
retinoic acid response element, up- 
stream, 257 
ICSBP gene 
gamma interferon-responsive element, 
3951 
Igf 2 gene 
activation, 4928 
immunoglobulin heavy-chain 3'a en- 
hancer 
NF-HB, repression by, 3611 
immunoglobulin enhancer 
PU.1-containing complex, binding to, 
6452 


interleukin-4 gene 
expression in T cells, control of, 4793 
intracisternal A particle 
upstream element, interaction of YY1 
with, 6621 
YY1, interaction of upstream element 
with, 6621 
kidney disease, polycystic 
Ke 6 novel gene in major histocompat- 
ibility complex, downregulation 
of, 1847 
lactoferrin gene 
COUP-TF, repression of estrogen re- 
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ceptor-mediated activation by, 
1836 
estrogen receptor-mediated activation, 
1836 
gene 
retrovirus insertion in tumor cells, ac- 
tivation by, 7380 
metallothionein locus distal regulatory 
elements 
transgenic mice, stimulation of gene 
expression in, 5266 
62-microglobulin promoter 
regulatory element, 6629 
MPTP% protein 
expression, 5513 
human HPTP8, homolog of, 5513 
c-myc promoter 
YY1, activation by, 7487 
myeloperoxidase promoter 
myeloid nuclear factor 1-binding site, 
2141 
NIH 3T3 fibroblasts 
aB-crystallin, 1824 
nuclear high-mobility-group box protein 
tsHMG gene, encoded by, 4323 
peptide-binding protein 74 
heat shock protein 70 family, member 
of, 3598 
perforin gene 
Ets-binding site-homologous motif, 
6690 


killer cell-specific regulatory element, 
6690 


plasmacytomas 
IAP gene expression, 7439 
protamine 2 mRNA 
3’ untranslated region, phosphoprotein 
binding to, 6547 
translation, repression of, 6547 
ribosomal gene promoter 
initiation complex formation, function 
of TIF-IA in, 6723 
scid thymocytes 
T-cell receptor 5 element recombina- 
tion, 3632 
Sip gene 
enhancer, 6326 
somatic cell hybrids 
lymphoid enhancer-binding factor 1, 
loss of, 1943 
T cell receptor alpha-chain gene 
expression, extinction of, 1943 
spermatids, elongating 
nuclear high-mobility-group box pro- 
tein, 4323 
STPK13 mRNA 
protein kinase, mitotic, 7793 
regulation, 7793 
terminal deoxynucleotidyltransferase 
gene, critical promoter element in 
Ets protein, interaction with, 2982 
LyF-1, interaction with, 2982 
testis-specific gene 
nuclear high-mobility-group box pro- 
tein, 4323 
thymidylate synthase gene 
growth-regulated expression, need of 
introns for, 1565 
thymidylate synthase promoter, TATA- 
less 
initiator element, lack of, 4894 
multiple transcriptional initiation sites, 
4894 
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tropomyosin gene 
embryonic stem cells, expression in, 
3311 
embryos, expression in, 3311 
tsHMG gene 
nuclear high-mobility-group box pro- 
tein, 4323 
YY1 protein 
IAP upstream element, interaction 
with, 6621 
pleiotropic effects, 6621 
Mpkip 
S. cerevisiae 
protein kinase signaling, mediation of, 
3067 


MPTP% protein 
mouse 
expression, 5513 
human HPTP8, homolog of, 5513 
protein 
activity, inhibition of 
FGF, 5943 
mRNA 
alternatively spliced 
AP-2 gene, 4174 
c-fos gene 
destabilizing elements in coding re- 
gion, 5034 
mRNA decay 
S. cerevisiae 
MATa transcript, promotion by, 5141 
mRNA metabolism 
measurement method, new 
chicken embryo lens 6-crystallin gene, 
3282 
mRNA splicing 
T cell receptor-B 
unusual splicing intermediates, regula- 
tion of, 1686 
Murine leukemia virus enhancer 
core-binding factor 
subunits, cloning and characterization 
of, 3508 
Muscle 
creatine kinase-M gene 
control of expression, 1264 
Muscle cells, cultured 
tissue- and development-specific tran- 
scription 
rat Tol, gene cis-acting sequences, 
conferred by, 7019 
Muscle creatine kinase 
enhancer activity 
skeletal and cardiac muscle, differen- 
tial contributions of multiple regu- 
latory elements in, 2753 
v-myb gene 
granulocyte colony-stimulating factor- 
induced myeloid cell differentiation 
block of, 2269 
c-Myb protein 
domains required to block terminal dif- 
ferentiation, 3505 
first repeat, truncation of 
DNA binding, decrease in, 7334 
c-myc, regulation of, 2856 
transcriptional activation 
animal cells, 4423 
v-Myb, comparison with, 4423 
S. cerevisiae, 4423 
v-Myb protein 
transcriptional activation 
animal cells, 4423 


c-Myb, comparison with, 4423 
S. cerevisiae, 4423 
myc family genes 
differential activation by hepatitis B vi- 
ruses, 659 
hepatic carcinogenesis, 659 
zebra fish 
differential expression levels, 2765 
oncogenic activity, 2765 
myc gene 
transcripts 
nucleolar localization, 3221 
c-myc gene 
Abelson murine leukemia virus 
addition of constitutive expression to, 
2578 
plasmacytomas, 2578 
pre-B-cell lymphomas, 2578 
human 
Xenopus oocytes, elongation in, 1296 
c-Myb, regulation by, 2858 
phosphatidylcholine hydrolysis 
collaborating mitogenic pathways acti- 
vated by colony-stimulating factor 
1, 1522 
transcriptional elongation 
distinct properties in different cell 
types, 5647 
c-, N-, and L-myc homologs 
X. laevis 
comparative analysis of expression 
and oncogenic activities, 2456 
c-myc promoter 
mouse 
YY1, activation by, 7487 
c-myc promoters 
human 
activities, control of, 5710 
Myc protein 
apoptosis, mediation of 
Bci-2, block by ectopic expression of, 
2432 
Bcl-2-controlled cell death, not required 
for, 7000 
canonical DNA sequences, binding to, 
5216 
Max, repression of sequence-specific 
transcriptional activation by, 383 
noncanonical DNA sequences, binding 
to, 5216 
overexpression 
CCAAT transcription factor/nuclear 
factor 1-dependent promoters, 
suppression of, 3093 
sequence-specific transcriptional activa- 
tion, 383 
B-Myc protein 
neoplastic transformation by c-Myc, in- 
hibition of, 1130 
transcriptional activation by c-Myc, inhi- 
bition of, 1130 
c-Myc protein 
neoplastic transformation 
inhibition by B-Myc, 1130 
transcriptional activation 
inhibition by B-Myc, 1130 
transcriptional activation domain 
cell cycle regulation, 4125 
v-Myc protein 
Max, excess over 
avian fibroblast transformation, not 
required for, 3623 
overproduction in nucleus 
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avian fibroblast transformation, not 
required for, 3623 
Mycovirus 
C. parasitica 
hypovirulence-associated traits, mim- 
icking of, 7782 
Myelin basic protein gene 
mouse 
brain DNA-binding protein, 3103 
Myeloid cell 
differentiation and proliferation 
granulocyte colony-stimulating factor, 
effect of v-myb on induction by, 
2269 
human 
Fcy receptor gene, specific expression 
of, 2182 
Myeloid differentiation 
fos|jun family, positive regulators of, 841 
Myeloid nuclear factor 1 
mouse 
cell type-restricted transcription fac- 
tor, 2141 
myeloperoxidase promoter, binding 
by, 2141 
Myelomonocytic cell lines 
heme oxygenase expression, induction 
of 
TPA, mediation by, 7881 
Myeloperoxidase promoter 
mouse 
myeloid nuclear factor 1-binding site, 
2141 


myf5 gene 
bovine 
transgenic mice, effect of expression 
in, 6044 
Myocytes 
AMPD!1 gene, expression of, 5854 
quiescent and growth-stimulated 
fos|jun, repression of cardiac-specific 
transcription by, 600 
MyoD protein 
chicken 
MLC1 gene, action on, 7153 
Myogenesis 
acetylcholine receptor 5-subunit gene 
E-box mediation of activation and re- 
pression, 5133 
E1A-mediated inhibition 
E1A,,<—basic helix-loop-helix protein 
interaction, correlation with, 4714 
Myogenin 
chicken 
MLC1 gene, action on, 7153 
Myosin light chain-2 promoter 
MEF-2 site 
new serum-responsive, Cardiac tissue- 
specific transcription factor, i222 
Myosin light chain gene 
C. elegans 
transposon Tcl, site-selected insertion 
of, 902 
Myosin light-chain 1 gene 
chicken 
MyoD, action of, 7153 
myogenin, action of, 7153 
Myosin light-chain 2 gene 
rat 
HF-1b zinc finger protein, 4432 
HF-1b/MEF?2 cardiac regulatory ele- 
ment, 4432 
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NAB2 
S. cerevisiae 
cell viability, essential for, 2730 
NADPH phagocyte oxidoreductase gene 
gp91-phox subunit 
human 
S. pombe frp1* , homology to, 4342 
natural death nuclear mutant 
N. crassa 
mitochondrial DNA, hyperactive re- 
combination in, 6778 
ND9 protein 
T. brucei 
NADH dehydrogenase subunit, ho- 
mology to, 6832 
Neoplasia 
nuclear hormone receptor 
Erb A, 2366 
Nerve growth factor 
branched signaling pathway 
Src-, Ras-, and Raf-mediated gene in- 
ductions, 3146 
Nerve growth factor receptor 
mouse Grb2 protein, interaction with, 
5500 
Neural retina development 
chick 
C/EBP-like protein, 331 
glucocorticoid hormones, responsive- 
ness to, 331 
Neuroblastomas 
human 
differentiation, role of kA cDNA in, 
7447 
Neurofibromatosis (NF/) gene 
conserved alternative splice 
neurofibromin isoforms with GTPase- 
activating protein activity, 487 
Neurofibromin 
isoforms 
von Recklinghausen neurofibromatosis 
(NF1) gene conserved alternative 
splice, 487 
Neuronal differentiation 
PC12 cells 
human CRK protein, induced by, 4409 
Neurospora crassa 
mitochondrial DNA 
hyperactive recombination, 6778 
natural death nuclear mutant 
mitochondrial DNA, hyperactive re- 
combination in, 6778 
Neurotrophic factor-induced tyrosine ki- 
nase 
differentiation-specific target 
neurons and PC12 cells, 2203 
SNT, 2203 
GTPase-activating protein 
differential regulation of cellular activi- 
ties, 2497 
NFAT-1 DNA binding complex 
T cells, activated 
Fra-1 and JunB, 1911 
NF-E2 complex 
human 
hematopoietic cell-specific subunit, 
5604 
purification, 5604 
NF-HB 


mouse immunoglobulin heavy-chain 3'a 
enhancer, repression of, 3611 


NF-IL6 
Oct-1 synthesis, convergent regulation 
with 
embryonal carcinoma cells, 2515 
interleukin-6 and retinoic acid signal- 
ling, 2515 
NF-«B 
activation 
protein kinase C { subspecies, block- 
ing by, 4770 
activation, mechanism of, 3301 
cAMP-independent ATF family proteins, 
interactions with, 7180 
competitive binding 
phorbol ester-induced cellular adhe- 
sion, inhibition of, 6530 
IL-8 gene regulation 
C/EBP, synergism and cooperativity 
with, 7191 
IL-8 promoter, subunit-specific regula- 
tion of, 6137 
involvement in retinoic acid induction of 
MHC class I genes, 6157 
novel complex containing p65 ho- 
modimers, 7826 
p50 and p65 subunits 
conservation of transcriptional activa- 
tion functions in S. cerevisiae and 
mammalian cells, 1666 
differential functions, 3802 
serum response factor-binding elements, 
interaction with 
interleukin-2 receptor a-chain en- 
hancer activation, 2536 
T lymphocytes, 2536 
subunits, specific 
VCAM-1 gene expression, regulation 
of, 6283 
NF-«B family 
C/EBP family members, association with 
Rel domain-bZIP interaction, 3964 
MIP-la gene, transcriptional regulation 
of, 5276 
NF-«B p50 and p65 
DNA-binding specificities, differential 
N-terminal DNA-binding domain, 852 
NF-«B p100 
H2TF1, component of, 6089 
IxB-like molecule, function as, 6089 
NF-«B-like activity 
X. laevis oocytes 
protein kinase C (, block of activation 
by, 1290 
NFKB1-selective DNA binding 
acquisition 
substitution of amino acids from 
NFKB1 into RelA, 3850 
NFKB2 
RelA(p65), dimerization with 
IxkB MAD-3, regulation of DNA bind- 
ing, transcriptional activation, and 
inhibition by, 1315 
NGFI-A protein 
transcriptional activity, 6858 
NGFI-B orphan nuclear receptor 
monomer binding to DNA, 5794 
steroid 21-hydroxylase, regulation of 
gene encoding, 861 
Nicotiana benthamiana 
nuclei 
3’ splice site selection, 4485 
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Nicotiana plumbaginifolia 
protoplasts 
chimeric U snRNA/mRNA genes, 
6403 
nonA*** protein 
D. melanogaster 
NonO, homolog of, 5593 
Nonimmune thyroid destruction 
major histocompatibility complex class I 
allogeneic protein, transgenic overex- 
pression of, 1554 
NonO protein 
mammalian homolog of D. melanogaster 
nonA***, 5593 
Nonsense codons 
cytoplasmic mRNA 
lack of effect on half-life, 1892 
nuclear mRNA 
reduction of abundance, 1892 
pre-mRNA 
no effect on abundance, 1892 
NPKI gene 
tobacco 
protein homologous to yeast protein 
kinases, 4745 
Nuclear dot antigens 
transcriptional domains in nucleus, spec- 
ification of, 6170 
Nuclear factor 1 
liver-specific transcription 
hepatocyte nuclear factor 3, interac- 
tions with, 2401 
Nuclear factor for interleukin-6 expression 
(NF-IL-6) 
rat al-acid glycoprotein gene 
synergistic transcriptional activation 
with glucocorticoid receptor, 1854 
Nuclear hormone receptor 
Erb A 
amino acids outside zinc finger do- 
main, 2366 
neoplasia, 2366 
novel DNA sequence specificity, 2366 
Nuclear localization signal 
bipartite 
Egr-1 protein, 4556 
retinoblastoma gene product, 4588 
Nuclear mRNA 
nonsense codons, reduction of abun- 
dance by, 1892 
Nuclear proteins 
human 
pre-mRNA 3’ splice site sequence, 
binding to, 4301 
telomeric DNA repeat, binding to, 
4301 
Nuclear receptor-DNA interaction 
monomer binding, 5794 
Nuclear ribosomal DNA 
S. cerevisiae 
P. polycephalum mobile group | in- 
tron, insertion of and induction of 
point mutations by, 1023 
Nuclear RNase MRP 
S. cerevisiae 
pre-5.8S rRNA processing, required 
for, 7935 
Nuclear tyrosine phosphatase 
IFN-induced gene expression, downreg- 
ulation of, 7515 
Nucleolus 
S. cerevisiae mutants defective in RNA 


polymerase I 


é 
2 


VoL. 13, 1993 


structural alterations, 2441 
Nucleosome assembly factor 
simian virus 40 minichromosomes, 1059 
nur77 gene 
serum growth factors, activation by, 
6124 


Oct-1 
NF-IL6 synthesis, convergent regulation 
with 
embryonal carcinoma cells, 2515 
interleukin-6 and retinoic acid signal- 
ling, 2515 
Oct-3/4 gene 
embryonic carcinoma x fibroblast so- 
matic cell hybrids 
chromatin structure, 891 
extinction, 891 
methylation status, 891 
transcriptional activity, 891 
Octamer transcription factors 
CC10 gene, regulation of, 3860 
Octamer/pE4 region 
immunoglobulin heavy-chain enhancer 
gene repression, mediation of, 3530 
Olf-1 
binding site 
olfactory neuron-specific promoter 
motif, 3002 
Olfactory neuron-specific promoter motif 
Olf-1-binding site, 3002 
Olfactory signal transduction cascade 
genes encoding components 
DNA binding site, 5805 
Oogenesis 
D. melanogaster 
536 chorion gene, follicular expression 
of, 5898 
Ornithine decarboxylase 
degradation 
exposure of C-terminal target by a 
polyamine-inducible inhibitory 
protein, 2377 
Ornithine decarboxylase gene 
Fos, direct transcriptional stimulation by 
PC12 cells, 4657 
Fos, lack of direct transcriptional stimu- 
lation by 
fibroblasts, 4657 
Orphan nuclear receptor 
NGFI-B 
steroid 21-hydroxylase, regulation of 
gene encoding, 861 
Osteocalcin gene 
human 
tumor necrosis factor-responsive ele- 
ment, down-regulation by, 3714 
rat 
expression, inhibition of, 5907 


P3A2 protein 
sea urchin 
protein encoded by D. melanogaster 
erect wing gene, similarity to, 
3641 


p21" 
C3H 10T¥2 fibroblasts 
signaling pathway distinct from but 
interdependent with protein ki- 
nase C pathway, 1471 
effector function 
GAP interaction, dissociation from, 


7311 
enhanced exchange of guanine nucleo- 
tides 
Ras activation by insulin and epider- 
mal growth factor, 155 
guanine nucleotide exchange rate in fi- 
broblasts 
epidermal growth factor, regulation 
by, 1903 
suppression of function 
ras GTPase-activating protein, plasma 
membrane targeted, 2420 
p34ede2 
mechanisms of regulation, 1675 
p34@°s kinase 
S. cerevisiae 
activation, 3744 
activity, effect of p60’ expression 
on, 5112 
human 
mitogen-activated protein kinase, 4679 
p50 and p65, NF-«B 
DNA-binding specificities, differential 
N-terminal DNA-binding domain, 852 
p50 and p65 subunits 
NF-«B 
conservation of transcriptional activa- 
tion functions in S. cerevisiae and 
mammalian cells, 1666 
p53 
activation domain 
TATA box-binding polypeptide in 
holo-TFIID, binding to, 3291 
cell death mediated by 
cell cycle control, relationship to, 1415 
cellular activity 
DNA-damaging agents, induction by, 
4242 
growth arres’, induction by, 4242 
Friend virus-transformed erythroleuke- 
mia cells 
growth suppression, 1456 
functional domains 
transcriptional regulation, 5186 
transdominant inhibition, 5186 
transformation suppression, 5186 
human papillomavirus E6 
E6-AP regions directing interactions, 
4918 
human papillomavirus E6 oncoprotein, 
interaction with 
E6-AP, mediation by, 775 
induction of murine erythroleukemia cell 
death 
cell cycle analysis of, 711 
mdm-2 interaction domain, 4107 
MDM 2 protein, binding to, 6849 
protein-binding domain, 3811 
regulation of its own transcription, 3415 
transformed cell growth, suppression of 
mdm-2 oncogene, overcoming by, 301 
wild type 
complementation of IL-6 effects on 
MI cells, 7942 
DNA sequences specifically bound, 
1378 
effector molecule interaction sites 
mapping, 5877 


amino-terminal cysteine motif 
palmitylation, 6385 
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SH3 domain 
binding to PI 3-kinase but not PI 4-ki- 
nase, 7708 
PI 3’-kinase, binding to, 7408 
Tyr-505, stable phosphorylation at 
SH2 domain, requirement for, 7112 
ps6>” 
effector molecule interaction sites 
mapping, 5877 
ps" 
amino-terminal cysteine mvtif 
palmitylation, 6385 
effector molecule interaction sites 
mapping, 5877 
p60 60-kilodalton stress-related protein 
hsp90 and hsp70, interaction with, 869 


S. cerevisiae, expression in 
effects, 5112 
p62°4<23 
S. cerevisiae 
nuclear tetratricopeptide repeat pro- 
tein with two mutable domains, 
1212 
p64 
presence in nucleus in S phase, 6147 
Rel, relationship to, 6147 
p65 
homodimers in novel NF-«xB complex, 
7826 
DNA binding and dimerization, amino 
acids essential for, 123 
DNA-binding motif, novel, 123 
p107 
E2F1 gene, regulation of, 6314 
P210 BCR/ABL 
SH1 domain autophosphorylation 
requirement for transformation but not 
growth factor independence, 1728 
P388 tumor cells, multidrug resistant 
retrovirus insertion 
mouse mdr3 activation, 7380 
P nucleotides 
V(D)J recombination 
fine-structure analysis, 1078 
Pancreas 
B cells 
cell line isolation technique, 4223 
preneoplastic foci, cultured from, 4223 
transgenic mouse 
carcinogenesis, oncogene induced, 320 
Pancreatic B cells 
cell line isolation technique, 4223 
preneoplastic foci, cultured from 
tumorigenesis pathway, 4223 
Pax-8 gene 
transcripts, alternative splicing of 
developmental regulation, 6024 
isoforms, 6024 
Paxillin 
v-Crk, interaction with, 4648 
Pax-QNR proteins 
quail 
neuroretina, expression in, 7257 
PDR! allele 
S. cerevisiae 
suppression of effects of chimeric 
VP16-estrogen receptor, 462 
Pentanucleotide telomeric sequence 
(TTAGG),, 
B. mori and other insects, 1424 


i 
p60 
A q 
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Peptide pheromone gene 
C. neoformans a-mating type locus, 
1962 
Peptide-binding protein 74 
human 
heat shock protein 70 family, member 
of, 3598 
mouse 
heat shock protein 70 family, member 
of, 3598 
Perforin gene 
mouse 


Ets-binding site-homologous motif, 
6690 


killer cell-specific regulatory element, 
6690 
Pheromone-induced signal transduction 
S. cerevisiae 
three protein kinases, requirement for 
sequential function of, 2069 
Phosphatase 2A 
CREB transcriptional stimulation, regu- 
lation of, 2822 
protein kinase A-phosphorylated CREB, 
dephosphorylation of, 2822 
Phosphatidylcholine hydrolysis 
coupling of Ras to Raf activation, 7645 
c-myc 
collaborating mitogenic pathways acti- 
vated by colony-stimulating factor 
1, 1522 
Phosphatidylinositol 3-kinase 
85-kDa subunit, region of 
110-kDa subunit, binding to, 5560 
binding, recognition motif for 
hepatocyte growth factor/scatter factor 
receptor, 4600 
CD4-p56 complex, binding to, 7708 
human 
novel, ubiquitously expressed, 7677 
p85, binding site on, 7677 
p56* SH3 domain, binding to, 7408 
SH2 domain 
in vivo binding properties, 1737 
v-Src SH3 domain, binding to, 5225 
Xenopus oocyte maturation, importance 
for, 6661 
Phosphatidylinositol 4-kinase 
CD4-p56 complex, binding to, 7708 
Phosphatidylinositol-specific phospholipase 
Cc 


S. cerevisiae, 5861 
Phosphoinositide 3-kinase activity 
serine/threonine protein kinase, regula- 
tion of, 1657 
Phospholipase C 
phosphatidylinositol specific 
S. cerevisiae, 5861 
Phospholipase Cy 
platelet-derived growth factor receptor B 
subunit, binding to, 133 
Physarum polycephalum 
I-Ppol endonuclease 
target site, interaction with, 7531 
mobile group I intron 
S. cerevisiae nuclear ribosomal DNA, 
insertion into and induction of 
point mutations in, 1023 
a-tubulin locus, developmentally regu- 
lated 
two alleles replicate on different 
schedules, 449 


a enhancer element 
pre-B-cell specificity, 5957 
Pig-1 and Sgs-4 genes 
D. melanogaster 
transcriptional switch, 184 
Pituitary 
pro-opiomelanocortin gene 
cell-specific helix-loop-helix factor, 
requirement for, 2342 
Plant nuclei 
5’ splice site selection, 1323 
dicot 
3’ splice site selection, 4485 
Plants, higher 
heat shock proteins, small 
endomembrane system, localization 
to, 238 
Plasmacytomas 
mouse 
IAP gene expression, 7439 
Plasminogen activator gene 
expression, modulation of 
protein tyrosine kinases, oncogene 
encoded, 5888 
Plasmodium falciparum 
genetic crosses 
cytoplasmic inheritance, 7349 
Platelet-derived growth factor 
dominant negative mutant 
autocrine transformation, reversion of, 


dominant-negative mutants 
human astrocytoma cell transformed 
phenotype, reversion of, 7203 
Platelet-derived growth factor B-receptor 
sequences, tyrosine phosphorylated 
SH2 domains, interactions with 
biosensor-based approach, analysis 
by, 3567 
Platelet-derived growth factor receptor 
B subunit 
phospholipase Cy and 64-kilodalton 
protein binding, 133 
phosphorylation sites, 133 
BPV ES protein 
tumorigenic transformation, mediation 
of, 4137 
phosphotyrosine-containing binding site 
signaling molecules, 6889 
Ras activation, mediation of, 3706 
Platelet-derived growth factor—-phosphati- 
dylinositol-3 kinase complexes 
internalization, 6052 
microtubule cytoskeleton, potential in- 
teractions with, 6052 
Platelets 
thrombin stimulated 
pp60°*”* redistribution to integrin-de- 
pendent cytoskeletal complexes, 
1863 


gene 
S. cerevisiae 
mitotic chromosome segregation, 4351 
Poliovirus 
protease 3C 
human TATA-binding protein, direct 
cleavage of, 1232 
Poly(A) site processing factor 
adenovirus 
alternative poly(A) site use during in- 
fection, 2411 
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Polyomavirus 
BOX DNA 
embryonal carcinoma cell differentia- 
tion, relationship to, 7747 
middle T antigen 
membrane skeleton, interaction with, 
4703 
POU domain protein 
novel 
TCFB,, 5450 


rel proteins, differential inhibition of 
DNA binding by, 1769 


platelets, thrombin-stimulated 
integrin-dependent cytoskeletal com- 
plexes, redistribution to, 1863 
Tyr-527 dephosphorylation 
mitosis, activation in, 1464 
myristylation, requirement for, 1464 


actin filament-associated substrate, 
cDNA encoding, 7892 
pps0"" polypeptide 
ADP/ATP carrier is not 32-kilodalton 
receptor, 3084 


cell transformation 
GAP, role of, 6799 

quail QR1 gene, downregulation of, 3401 
sk 


serum response factor, phosphorylation 
of, 6260 
1 25FAK 
focal adhesion-associated protein ty- 
rosine kinase 
noncatalytic domain, autonomous 
expression of, 785 
PPZ1 gene 
S. cerevisiae 
function, 5843 


protein phosphatase, encoding of, 
5843 


PPZ2 gene 
S. cerevisiae 
function, 5843 
protein phosphatase, encoding of, 
5843 


Pre-B-cell acute lymphocytic leukemia 
human 
E2A-Pbx1 t(1;9) translocation protein 
causes mouse acute myeloid leu- 
kemia, 351 
Pre-B-cell lines 
Ig » heavy chain 
« light-chain rearrangement, stimula- 
tion of, 5679 
Precursor rRNA 
Xenopus spp. 
5' ETS, U3 snRNP-requiring process- 
ing event in, 5990 
Pre-mRNA 
3’ splice site sequence, human 
nuclear proteins, binding to, 4301 
nonsense codons, lack of effect on abun- 
dance of, 1892 
Pre-mRNA binding C proteins 
phosphorylation 
cell cycle regulation of, 5762 
Pre-mRNA splicing 
aprt, 6211 
D. mela 
5’ splice site selection, 7689 


pp60 
ppo 
Pr 
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dhfr, 6211 
permanent changes 
promoted by U1 small nuclear RNAs 
with altered specificity, 2666 
S. cerevisiae 
short artificial hairpins, inhibition by, 
6841 
US small nuclear ribonucleoprotein 
particle protein, involvement of, 
2959 


Pre-rRNA 
human 
psoralen cross-linking to small nucleo- 
lar RNAs, 4382 
Primer-DNA 
simian virus 40 
DNA replication in vitro, formation 
during, 2882 
Profilaggrin 
epidermal calcium-binding protein, 613 
Profilin 
S. cerevisiae 
mutational analysis, 7864 
Prointerleukin 1B gene 
human 
tissue-specific induction, 1332 
Proliferating cell nuclear antigen promoter 
human 
243-residue adenovirus E1A oncopro- 
tein, transactivation by, 1697 
Promoter mutagenesis 
c-myc transcriptional elongation, use in 
studying, 5647 
Pro-opiomelanocortin gene 
pituitary expression 
cell-specific helix-loop-helix factor, 
requirement for, 2342 
Prostate epithelial cells 
rat 
exon switching, 4513 
FGF-FGF receptor genes, 4513 
Protamine 2 mRNA 
mouse 
3’ untranslated region, phosphoprotein 
binding to, 6547 
translation, repression of, 6547 
Protease 3C 
poliovirus 
human TATA-binding protein, direct 
cleavage of, 1232 
Protein kinase A 
nuclear entry 
rate limitation of stimulus-transcrip- 
tion coupling through CREB, 4852 
Protein kinase C 
C3H 10T'2 fibroblasts 
signaling pathway distinct from but 
interdependent with p21”* path- 
way, 1471 
mammalian CDNA mutants 
classification by yeast phenotype, 4728 
mechanism of dioxin receptor-mediated 
induction of cytochrome P-4S50IA1 
expression, 677 
¢ subspecies 
NF-«B activation, blocking of, 4770 
Protein kinase C phosphorylation sites 
B-adrenergic agonists 
requirement for enhanced response, 
2391 
c-src, cells overexpressing, 2391 


Protein kinase C ¢ 
X. laevis oocytes 
NF-«B-like activity, block of activa- 
tion of, 1290 
Protein kinase, cyclic AMP dependent 
inhibitors 
catalytic (C,,) subunit autoactivation 
threonine 197 phosphorylation, 2332 
DNA synthesis inhibition, 4477 
Protein kinase inhibitors 
HIV LTR, inducible transcriptional acti- 
vation of, 5245 
Protein kinases 
casein kinase I-like 
S. cerevisiae morphogenesis, required 
for, 2870 
three-dimensional model, 5122 
S. cerevisiae BCK1 and STE11 
tobacco NPK1 protein kinase, homol- 
ogy to, 4745 
S. pombe Byr2 
tobacco NPK1 protein kinase, homol- 
ogy to, 4745 
tobacco NPK1 
yeast BCK1, STE11, and Byr2, ho- 
mology to, 4745 
Protein phosphatase 2A 
AP-1-binding elements, potentiation of 
promoters containing, 2104 
S. cerevisiae 
dimorphism regulation, involvement 
in, 5567 
Protein S 
Gas6 protein, relation to, 4976 
Protein tyrosine kinase 
activity, TCR associated 
TCR {¢, regulation by, 5771 
Protein tyrosine kinases 
oncogene encoded 
plasminogen activator gene expres- 
sion, modulation of, 5888 
Proto-oncogenes 
lungs, regulation of expression in, 3213 
PRP19 
S. cerevisiae 
spliceosomal component, novel, 1876 
spliceosome, association with, 1883 
U2, binding after, 1883 
prp20-1 mutant 
S. cerevisiae 
GSP1 and GSP2 genetic suppressors, 
2152 
GTP-binding proteins involved in 
maintenance of nuclear organiza- 
tion, 2152 
Pseudogene donor pool 
chicken 
germ line maintenance of, 821 
somatic immunoglobulin gene conver- 
sion, 821 
Pseudoknots 
viral 3’ untranslated RNA 
phylogenetically conserved sequence, 
5331 
Psoralen 
cross-linking of small nucleolar RNAs to 
pre-rRNA, 4382 
Psoralen adducts 
xeroderma pigmentosum variant cells 
defective replication, 1002 


gene 
S. cerevisiae 
mutations, effect of, 5408 
PTP2 gene 
S. cerevisiae 
mutations, effect of, 5408 
PU.1 
erythroblasts, immortalization of, 5670 
multiprotein complex, component of 
mouse Ig A2-4 enhancer, binding to, 
6452 
PUBI protein 
S. cerevisiae 
polyadenylated RNA binding, 6102, 
6114 
Purine nucleotide synthesis genes 
chicken 
coexpression, 4784 


downregulation by, 3401 
v-sre-responsive unit, novel, 3401 


Pax-QNR proteins 
neuroretina, expression in, 7257 
QRI1 gene 
pp60"*’", downregulation by, 3401 
v-sre-responsive unit, novel, 3401 
quartet developmental mutant 
D. melanogaster 
bovine smg p2Sa GDP dissociation 
inhibitor homolog, shift in isoelec- 
tric point of, 217 


Rabbit 
a-globin gene 
nuclear protein-binding sites, 5439 
Rabphilin-3A 
smg p2SA/rab3A p25 small GTP-binding 
protein 
putative target protein, 2061 
RAD2 gene 
S. cerevisiae 
human ERCCS, homology to, 6393 
rad13 gene 
S. pombe 
human ERCCS5, homology to, 6393 
RAD23 gene 
S. cerevisiae 
ubiquitin-like domain, encoding of 
protein with, 7757 
Raf-1 protein kinase 
human 
cell transformation, conditional, 6241 
MAP kinase cascade, activation of, 
6241 
Raf-1 protein kinase activity 
regulation by tyrosine residues, 7170 
X. laevis oocytes 
mos activity, 4197 
progesterone-induced maturation, 4197 
Raf-1-MEK-ERK signal transduction 
pathway 
reconstitution in vitro, 6615 
D-Raf 
D. 
terminal signal transduction during 
embryogenesis, 1163 
Raf protein kinase 
activation during mitogenic signal trans- 
duction 
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Ras coupling by phosphatidylcholine 
hydrolysis, 7645 
RAG-1 
immunoglobulin gene rearrangement 
pre-B-cell lines, 3890 
RAGI gene 
K. lactis 
hexokinase gene required for tran- 
scriptional regulation, 3882 
RAG-2 
immunoglobulin gene rearrangement 
pre-B-cell lines, 3890 
RAPI 
S. cerevisiae 
TPI glycolytic gene expression, 543 
Ha-Ras Asn-17 
S. cerevisiae 
SDC25 C-domain gene product over- 
comes dominant inhibitory activ- 
ity of, 39 
ras gene 
expression, down-regulation of 
cellular glutathione inhibitors, 4416 
GTPase-activating protein 
p21” function, suppression of, 2420 
plasma membrane targeted, 2420 
inhibitors 
DNA synthesis inhibition, 4477 
Ras protein 
activation 
platelet-derived growth factor, media- 
tion by, 3706 
insulin and epidermal growth factor, ac- 
tivation by 
enhanced exchange of guanine nucleo- 
tides on p21", 155 
S. cerevisiae 
CDC25, influence of guanine nucleo- 
tides on complex formation with, 
1345 
RAS proteins 
S. cerevisiae 
adenylyl cyclase, action on, 769 
antibody mimicking action of, 769 
Ras-cyclic AMP pathway 
S. cerevisiae 
G, cyclin expression, connection with, 
6274 


Rat 
ADD1 
adipocyte determination and differenti- 
ation, 4753 
helix-loop-helix transcription factor, 
4753 
adipocyte determination and differentia- 
tion 
ADD1, association with, 4753 
aldolase A gene 
skeletal muscle-specific induction, 
6469 
anterior pituitary-derived cell lines 
C-type natriuretic peptide gene pro- 
moter, 4077 
B-casein gene promoter 
DNA-binding proteins, regulation of 
interaction with, 7303 
C-type natriuretic peptide gene promoter 
anterior pituitary-derived cell lines, 
4077 


fibronectin gene 
alternatively spliced exon, regulation 
of, 5301 
Gax gene 


vascular smooth muscle cells, down- 
regulation in, 3722 
gene with sequence homology to Droso- 
phila hairy gene 
induction by factors known to influ- 
ence neuronal differentiation, 105 
glucagon gene 
CREB, transcription by, 7080 
glutathione S-transferase Ya gene xeno- 
biotic response element 
C/EBP, regulation of function by, 4365 
dioxin receptor, regulation of function 
by, 4365 
growth hormone gene 
ligand-dependent, Pit-1/GHF-1-inde- 
pendent stimulation, 1719 
thyroid hormone receptors, stimula- 
tion by, 1719 
heat shock protein 70 
expression altered by age and diet, 
2909 


HF-1b zinc finger protein 
myosin light-chain 2 gene, binding to 
element of, 4432 
kininogen family genes 
hepatic expression, differential, 6766 
Mak protein kinase 
210-kDa cellular phosphoprotein, asso- 
ciation with, 4146 
spermatogenesis, expression in, 4146 
mitogen-activated protein kinase kinase 
MKK2, 4539 
MKK2 protein kinase kinase 
characterization, 4539 
identification, 4539 
myosin light-chain 2 gene 
HF-1b zinc finger protein, 4432 
HF-1b/MEF? cardiac regulatory ele- 
ment, 4432 
osteocalcin gene 
expression, inhibition of, 5907 
prostate epithelial cells 
exon switching, 4513 
FGF-FGF receptor genes, 4513 
T cell lymphoma lines 
Gfi-1 gene, 1759 
IL-2 independence, progression to, 
1759 
tissue type plasminogen activator gene 
DNA elements and nuclear factors 
mediating constitutive and cyclic 
AMP-induced expression, 266 
troponin I slow gene 
cis-acting sequences, 7019 
vascular smooth muscle cells 
Gax gene, down-regulation of, 3722 
zinc finger proteins 
HF-1b, 4432 
Rat-1A cells 
quiescent 
AFosB, proliferative activation by, 
4157 
RBP1 protein, mutant 
S. cerevisiae 


rapamycin cytotoxicity, abrogation of, 


6012 
REB1 
S. cerevisiae 
TPI glycolytic gene expression, 543 
REB1 site 
S. cerevisiae 
RNA polymerase I terminator, essen- 
tial component of, 649 
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Rebip 
K. lactis 
bipartite DNA-binding domain, 1173 
S. cerevisiae 
bipartite DNA-binding domain, 1173 
Receptor protein tyrosine phosphatase 
family 
R-PTP-«, 2942 
Receptor tyrosine phosphatases, new fam- 
ily of 
RPTPy extracellular region 
carbonic anhydrase-like domain, 1497 
Recombination 
homologous and illegitimate 
X. laevis oocytes and eggs, 6897 
S. cerevisiae 
mitotic, 3937 
REG! protein 
S. cerevisiae 
ADH2, repression of expression of, 
4391 
Reifenstein syndrome 
androgen receptor 
D box, mutation in, 7850 
c-Rel protein 
TATA-binding protein, interaction with, 
6733 


TFIIB, association with, 6733 
v-Rel protein 
TATA-binding protein, interaction with, 
6733 
TFIIB, association with, 6733 
rel proteins 
DNA binding 
pp40'®*, differential inhibition by, 
1769 
p64, 6147 
RelA(p65) 
NFKB2, dimerization with 
IxB MAD-3, regulation of DNA bind- 
ing, transcriptional activation, and 
inhibition by, 1315 
RelB 
full transactivation, requirement of both 
N- and C-terminal motifs for, 1572 
N-terminal leucine zipper-like motif, 
1572 
Renal transcription factor, putative 
Kid-1 
ischemia and toxic injury, regulation 
in response to, 1933 
ontogeny, regulation during, 1933 
Replication origins 
effect of deletion on chromosome stabil- 
ity, 391 
Replication protein A 
human 
ionizing radiation-induced phosphory- 
lation response, 7222 
Replication-linked histone genes 
transcription, regulation of 
histone H2A.X gene, difference of reg- 
ulation of, 984 
Repression module 
Egr-1 protein, 4556 
ret tyrosine kinase 
regulatory subunit Rla of cyclic AMP- 
dependent protein kinase A, fusion 
with 
thyroid tumor-specific transforming 
sequence, 358 
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Retinoblastoma gene product E2F 
human papillomavirus type 16 E7 pro- 
tein, interaction with, 953 
Retinoblastoma protein 
E2 promoter repression, 3384 
E2F transcription factor, interaction 
with, 3384 
E2F transcription factors, binding to, 


E2F-1, direct binding to 
transactivation, inhibition of, 6501 
E2F1 gene, regulation of, 6314 
growth suppression, pRB mediated, 3384 
nuclear localization signal, bipartite, 
4588 
overproduction 
G, arrest, 6640 
specific enzymatic dephosphorylation, 
367 


Retinoic acid 
axis formation in frog embryogenesis, 
mediation of 
thyroid hormone receptor, modulation 
by, 7540 
HLH-octamer activation of CT/CGRP 
enhancer, repression of, 6079 
mouse GATA-4 induction, 2235 
9-cis Retinoic acid 
rat osteocalcin gene expression, stimula- 
tion of, 5907 
Retinoic acid and interleukin-6 signalling 
convergent regulation of Oct-1 and NF- 
IL6 synthesis, 2515 
Retinoic acid receptor B-retinoid X recep- 
tor B heterodimers 
involvement in retinoic acid induction of 
MHC class I genes, 6157 
Retinoic acid receptors 
ninth C-terminal heptad, 5725 
Retinoic acid response element 
mouse Hox-4.2 gene, upstream of, 257 
Retinoid A receptor 
erbA, repression of action by, 5970 
Retinoid X receptor 
erbA, repression of action by, 5970 
homodimer formation 
T; response, repression of, 7698 
Retinoid X receptor B 
estrogen-responsive gene activation 
multiple inhibitory pathways, 2258 
Retinoid X receptors 
rat osteocalcin gene expression, stimula- 
tion of, 5907 
Retinoid receptor complexes 
DNA bending, 6509 
Retroposition 
carcinoma-associated antigen genes, 
1507 
Retroviral vectors 
alkaline phosphatase 
spatial restriction of viral gene expres- 
sion/transduction in the chick em- 
bryo, 2604 
Rev protein 
HIV-1 
pre-mRNA, function with respect to, 
6180 
Rev-ErbAa orphan receptor 
transcription activation, 3113 
Rex-1 gene 
F9 teratocarcinoma cells, expression in 
octamer motif, contribution of, 2919 


RFX1 
enhancer factor C, identity with, 6375 
transactivation function 
HBV enhancer, 6375 
RFX protein 
methylated DNA-binding protein, 6810 
rho GDI 
cell motility, involvement in, 72 
rho p21 
cell motility, involvement in, 72 
Rhodotorula hasegawae 
U2 snRNA gene 
mRNA-type intron, 5613 
Ribosomal DNA 
S. cerevisiae 
cis-acting components in replication 
origin, 5360 
Ribosomal gene promoter 
mouse 
initiation complex formation, function 
of TIF-IA in, 6723 
Ribosomal protein L1 
S. cerevisiae, requirement for 
5S rRNA, stability of newly synthe- 
sized, 2835 
60S ribosomal subunits, assembly of, 
2835 
Ribosomal protein L21 
chloroplast 
developmental regulation of a house- 
keeping gene by alternative pro- 
moters, 2614 
nuclear gene, 2614 
Ribosomal protein S6 gene 
D. melanogaster 
mutations causing tissue overgrowth, 
2524 


RNA 3’-end formation 
sequences in last intron, function of, 
3359 
RNA editing 
apolipoprotein B mRNA, 7288 
RNA polymerase I 
S. cerevisiae 
Al12.2 subunit, 114 
RRN4, 114 
RNA polymerase I enhancer 
S. cerevisiae 
in vitro definition, 2644 
RNA polymerase I terminator 
S. cerevisiae 
REBI site is an essential component, 
649 
RNA polymerase II 
D. melanogaster 
two large subunits, mutations in genes 
encoding, 4214 
S. cerevisiae 
RPB4 subunit essential for stress re- 
sponses, 6984 
termination and pausing, 5159 
TFIIB interactions, potential induction 
of, 6253 
transcription 
initiation and reinitiation rates, 4572 
TATA-binding protein and associated 
factors, 7953 
RNA polymerase II elongation complexes, 
termination competent 
generation 
3’ RNA processing efficiency, role in, 
3472 
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RNA polymerase II genes 
T. brucei 
largest subunit, 3734 
RNA polymerase III 
human Alu repetitive elements, tran- 
scription of 
adenovirus type 5, activation by, 3231 
transcription 
TATA-binding protein and associated 
factors, 7953 
transcription complexes, orientation and 
topography in, 942 
RNA polymerase III transcription 
Epstein-Barr virus EBER 2 gene 
upstream basal promoter element, im- 
portance cf, 2655 
RNA polymerase I-defective mutants 
S. cerevisiae 
nucleolus, structural alterations in, 
2441 
RNA polymerases 
transcription 
S. cerevisiae «2 protein, repression 
by, 4029 
RNA pseudoknots 
translation, ribosomal pausing during, 
6931 
RNA-processing reactions 
T. brucei 
temporal order, 720 
trans splicing preceding polyadenyla- 
tion, 720 
Rox! protein 
S. cerevisiae 
DNA binding, 6071 
HMG motif, 6071 
RPTPy 
carbonic anhydrase-like domain in extra- 
cellular region 
receptor tyrosine phosphatases, new 
family of, 1497 
R-PTP-« 
receptor protein tyrosine phosphatase 
family, new member of, 2942 
RRM-type RNA-binding protein genes 
relatedness analyzed by numerical ap- 
proach, 174 
RRN4 
S. cerevisiae 
RNA polymerase I A12.2 subunit, 114 
rRNA enhancer 
S. cerevisiae 
rRNA transcription, regulation of, 
1283 
rRNA genes 
D. melanogaster 
phorbol ester and serum, stimulation 
by, 934 
human 
DNA replication initiation and termi- 
nation, 6600 
tRNA processing 
pre-5.8S 
S. cerevisiae, 7935 
rRNA transcription, in vivo regulation of 
D. melanogaster 
phorbol ester and serum, response to, 
928 


runt homology domain 
human 
AML-1 protein, 6336 
AML-1/ETO protein, 6336 
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Rvs167 protein 
S. cerevisiae 
alteration, results of, 5070 


S6 ribosomal protein gene 
D. melanogaster 
mutations causing tissue overgrowth, 
2524 
s36 chorion gene 
D. melanogaster 
oogenesis, follicular expression dur- 
ing, 5898 
Saccharomyces cerevisiae 
5'-3' exonuclease 
in vitro recombination, requirement 
in, 3125 
exonucicase 1-lacking cells 
mRNA species, 4826 
ADA3 gene 
ADA2 gene, similarity to, 5981 
GAL4-VP16 resistance, 5981 
ADH? gene 
REGI1, repression of expression by, 
4391 
ADRI protein 
phosphorylation, 4391 
AFRI protein 
adaptation, promotion of, 6876 
morphogenesis, promotion of, 6876 
a-agglutinin cell adhesion protein 
cell surface anchorage and ligand- 
binding domains, 2554 
immunoglobulin superfamily member, 
2554 
al protein 


DNA sequence requirements for activ- 


ity of, 6866 
a2 protein 
transcription, repression of, 4029 
a-specific genes 
transcription, 6866 
amino acid import 
FK506, inhibition by, 5010 
arginine metabolism regulation 
MCM1, role of, 2586 
ARS plasmid, segregation bias of 
DNA polymerase mutation, suppres- 
soin by, 1489 
artificial chromosomes 
use in studying human BCL2 expres- 
sion, 5469 
autonomously replicating sequences 
chromosome VI, 5043 
B-type cyclins 
mitosis and meiosis, differential func- 
tion and expression in, 2113 
budding pattern defects 
Rvs167 mutation, result of, 5070 
BUF protein 
binding, 5749 
calmodulin 
essential mitotic target, 7913 
calmodulin mutant, temperature sensi- 
tive 


suppressor related to fork head family 


of DNA-binding proteins, 1779 
CAP 
adenylyl cyclase mutants, 4087 
CBFSp 
centromeres, binding to, 4884 
microtubules, binding to, 4884 
CDCS gene 


dbf4, suppressor gene of, 4445 
Cdc7 protein kinase 
cell cycle regulation, 2899 
Dbf4 protein, association with, 2899 
cdc15 mutants 
anaphase, arrest in, 4953 
rescue by Xenopus cDNAs, 4953 
CDC25 
Ras, influence of guanine nuclectides 
on complex formation with, 1345 
Cde28 
Cin3, activation by, 3266 
Cdc28 protein kinase complexes 
mating pheromone signal transduction 
pathway, 5659 
Cdc68 protein 
San1, antagonism by, 7553 
cell cycle blockage 
heat shock mediated, 1034 
CHAI promoter 
regulatory element, 7604 
chimeric VP16-estrogen receptor 
cell growth arrest, 462 
estradiol-inducible squelching, 462 
PDR! allele, suppression of effects by, 
462 


chromosomal replication 
DNA polymerases 6 and e, require- 
ment for, 496 
chromosome VI 
autonomously replicating sequences, 
5043 


chromosome segregation 
CSE1 and CSE2, 4691 
chromosome segregation, mitotic 
PLC1, 4351 
clathrin-deficient strains 
overexpression of ubiquitin, rescue 
by, 521 
CLN2 gene expression in response to 
mating pheromone 
FAR1, posttranscriptional regulation 
by, 1013 
Cin3 
Cdc28 activation, 3266 
emd1-1 
calmodulin mutant, temperature sensi- 
tive, 1779 
suppressor related to fork head family 
of DNA-binding proteins, 1779 
conditional silencing 
HMRE mating-type silencer, 727 
conditional viability 
Rvs167 mutation, result of, 5070 
COT2 gene 
glucose-dependent divalent cation 
transport, requirement for, 2041 
COX3 mRNA 
defect, suppression of, 4806 
CSE] gene 
chromosome segregation, 4691 
CSE2 gene 
chromosome segregation, 4691 
CYC] mRNA 
signals that produce 3’ termini, 7836 
CYC2 gene 
protein product, 6442 
cyclase-associated protein 
adenylyl cyclase mutants, 4087 
cytochrome c 
mitochondrial import, 6442 
cytoskeletal defects 
Rvs167 mutation, result of, 5070 
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dbf4 gene 
CDCS is suppressor gene, 4445 
Dbf4 protein 
Cdc7 protein kinase, association with, 
2899 
dimorphism, regulation of 
ElmIp, involvement of, 5567 
protein phosphatase 2A, involvement 
of, 5567 
DNA polymerase mutation 
segregation bias of ARS plasmid, sup- 
pression of, 1489 
DNA polymerases a and & 
DNA polymerases e, influence on, 
1051 
DNA repair synthesis during base ex- 
cision repair, 1051 
DNA polymerases e 
DNA polymerases a and 4, influence 
of, 1051 
DNA replication, 5112 
DNA topoisomerase I 
DNA topology, 6702 
promoter activation, 6702 
DNA topoisomerase II mutants 
meiosis-specific arrest, 3445 
DRS1 to DRS7 genes 
ribosome assembly and function, re- 
quired for, 7901 
early meiotic upstream activation se- 
quence 
bipartite structure, 2172 
eIF-2 
guanine nucleotide exchange factor, 
1920 
eIF-2 y subunit 
GCDI11, 506 
Elmip protein 
dimorphism regulation, involvement 
in, 5567 
ENO2 
GCRI1-dependent transcriptional acti- 
vation, complex regulatory ele- 
ment modulating, 2623 
eukaryotic translation initiation factor 2 
GCN1 required for phosphorylation by 
GCN2, 3541 
guanine nucleotide exchange factor, 
4618 
a-factor receptor 
adaptation, promotion of, 6876 
morphogenesis, promotion of, 6876 
FARI 
CLN2 gene expression in response to 
mating pheromone, posttranscrip- 
tional regulation of, 1013 
protein 
mating pheromone signal transduction 
pathway, 5659 
farnesyltransferase and geranylgeranyl- 
transferase-I 
cross-specificity, 4260 
FLP recombinase 
cleavage and ligation, mechanism of, 
3167 
mutations, classification of, 3167 
Fus3 protein 
mating pheromone signal transduction 
pathway, 5659 
G, cyclin expression 
heat shock mediated, 1034 
Ras-cAMP pathway, connection with, 
6274 
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G,/S-specific transcription 
SWI4/SWI6 protein complex, 1069 
G protein subunits 
interactions involved in mating, 1 
GAL4 gene 
weak expression, promoter elements 
determining, 4999 
Gal80 protein 
galactose regulon, glucose repression 
of, 7566 
K. lactis Gal80, conservation with, 
7566 
GAL genes 
TSF3, silencing by, 831 
GCD6 and GCD7 
eIF-2 guanine nucleotide exchange 
factor, subunits of, 1920 
GCNI1 
eukaryotic translation initiation factor 
2 phosphorylation, required for, 
3541 
GCN2 protein kinase 
activation, 5099 
GCN4 gene 
GCD6 and GCD7, translational regula- 
tion by, 1920 
translation, stimulation of, 5099 
GCN4 protein 
unusual activation site interspersed 
with complex transcriptional re- 
pression site in Ty2 elements, 
2091 
GCRI 
TPI glycolytic gene expression, 543 
genomic instability 
inverted DNA repeats, 5315 
glucose transporters, multiple 
roles of, 638 
GRF10 protein 
SWIS protein, cooperative DNA bind- 
ing with, 5524 
growth defect, synthetic, 5408 
GSP1 and GSP2 
prp20-1 mutant, genetic suppressors 
of, 2152 
heat shock stress regulatory pathway, 
novel 
cis and trans components, 248 
HIRI and HIR2 
histone gene transcription, genes re- 
quired for, 28 
HKE1/RATI1 
exonuclease-encoding XRN1/KEM1 
gene, homology to, 341 
exoribonuclease activity, protein with, 
1 


HMR locus 
silencing, factors affecting, 3919 
hsp60 
mitochondrial function, loss of, 3050 
HSP70 heat shock elements, 5637 
HSP78 gene 
Clip family protein, encoding of, 6304 
HSP82 heat shock gene 
HMRE mating-type silencer, rapidly 
reversible position effect of, 727 
inverted DNA repeats 
genomic instability, source of, 5315 
KAR2 (BiP) gene 
promoter region with domain that re- 
sponds to unfolded proteins in 
endoplasmic reticulum, 877 
KRE6 gene 


putative membrane protein, encoding 
of, 4039 
SKN1, functional homolog of, 4039 
KRE9 gene 
O glycoprotein involved in B-glucan 
assembly, 6346 
L1 ribosomal protein, requirement for 
5S rRNA, stability of newly synthe- 
sized, 2835 
60S ribosomal subunits, assembly of, 
2835 
Leu3 protein 
functions, 5702 
MAG and MGTI genes 
transcriptional regulation, common 
element in, 7213 
transcript 
mRNA decay, promotion of, 5141 
transcription 
Ste signal transduction pathway for 
mating pheromones, 2050 
mating 
G protein subunits, interactions 
among, 1 
mating pheromone signal transduction 
pathway, 5659 
MCM1 
arginine metabolism, regulation of, 
2586 


SPT13 (GAL11), regulation of activity 
in Tyl elements by, 63 
Ty1, binding to transcriptional control 
element in, 57 
meiosis, timing of molecular events in 
formation of stable heteroduplex DNA 
late in meiotic prophase, 373 
meiosis-specific arrest 
DNA topoisomerase II mutants, 3445 
meiotic recombination 
heteroduplexes, physical detection of, 
2324 
MIM44 protein 
membrane translocation, involvement 
in, 7364 
mitochondria 
cytochrome b transcripts, CBP1-de- 
pendent accumulation of, 4203 
cytochrome c, import of, 6442 
escape of DNA from, 5418 
hsp60 function, loss of, 3050 
mitochondrial DNA 
in vivo ligation of transforming DNA 
to, 2697 
mitochondrial HMG-box protein 
replacement with human mitochon- 
drial transcriptional activator, 
1951 
mitochondrial inner membrane 
preprotein translocation, 7364 
mitochondrial MRNA 
COX3, 4806 
mitochondrial RNA 
dodecamer sequence, protein complex 
binding to, 4167 
mitosis, entry into 
checkpoint-arrested cells, 3744 
mitotic recombination 
substrate length requirements, 3937 
MKKI 
protein kinase-mediated pathway, 
function in, 3076 
MKK2 
protein kinase-mediated pathway, 
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function in, 3076 
morphogenesis, requirements for 
casein kinase I-like protein kinases, 
YCK]I and YCK2 encoded, 2870 
Mpkip 
protein kinase signaling, mediation of, 
3067 


mRNA decay 
MATa transcript, promotion by, 5141 
v-Myb and c-Myb transcriptional activa- 
tion 
animal cells, comparison with, 4423 
NAB2 
cell viability, essential for, 2730 
NF-«B p50 and p65 subunits 
concentration of transcriptional activa- 
tion functions in mammalian cells, 
1666 
nonhomologous transforming DNA 
integration into chromosomes, 2697 
ligation to mitochondrial DNA in vivo, 
2697 
nuclear ribosomal DNA 
P. polycephalum mobile group I in- 
tron, insertion of and induction of 
point mutations by, 1023 
nuclear RNase MRP 
pre-5.8S rRNA processing, required 
for, 7935 
nucleolus 
structural alterations in mutants defec- 
tive in RNA polymerase I, 2441 
histone H1 kinase 
activation, 3744 
kinase activity 
elevation, 5112 
expression 
effects, 5112 
pede23 
nuclear tetratricopeptide repeat pro- 
tein with two mutable domains, 
1212 
PDR! allele 
suppression of effects of chimeric 
VP16-estrogen receptor, 462 
pheromone-induced signal transduction 
three protein kinases, requirement for 
sequential function of, 2069 
PI-PLC, 5861 
gene 
mitotic chromosome segregation, 4351 
PPZ1 gene 
function, 5843 


protein phosphatase, encoding of, 
5843 


PPZ2 gene 
function, 5843 
protein phosphatase, encoding of, 
5843 
pre-mRNA splicing 
short artificial hairpins, inhibition by, 
6841 
profilin 
mutational analysis, 7864 
protein kinases, casein kinase I-like, 
morphogenesis, required for, 2870 
protein phosphatase 2A 
dimorphism regulation, involvement 
in, 5567 
PRP19 
spliceosomal component, novel, 1876 
spliceosome, association with, 1883 
U2, binding after, 1883 
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prp20-1 mutant 
GSP1 and GSP2 genetic suppressors, 
2152 
GTP-binding proteins involved in 
maintenance of nuclear organiza- 
tion, 2152 
PTC! gene 
mutations, effect of, 5408 
PTP2 gene 
mutations, effect of, 5408 
PUBI protein 
polyadenylated RNA binding, 6102, 
6114 
RAD2 gene 
human ERCCS, homology to, 6393 
RAD23 gene 
ubiquitin-like domain, encoding of 
protein with, 7757 
1 


TPI glycolytic gene expression, 543 
R 


as 
CDC25, influence of guanine nucleo- 
tides on complex formation with, 
1345 
RAS proteins 
adenylyl cyclase, action on, 769 
antibody mimicking action of, 769 
Ras-cAMP pathway 
G, cyclin expression, connection with, 
6274 
protein, mutant 
rapamycin cytotoxicity, abrogation of, 
6012 
REB1 
TPI glycolytic gene expression, 543 
REBI site 
RNA polymerase I terminator, essen- 
tial component of, 649 
Rebip 
bipartite DNA-binding domain, 1173 
recombination 
mitotic, 3937 
REGI protein 
ADH2, repression of expression of, 
4391 
ribosomal DNA 
cis-acting components in replication 
origin, 5360 
RNA polymerase I 
A12.2 subunit, 114 
RRN4 gene, 114 
RNA polymerase I enhancer 
in vitro definition, 2644 
RNA polymerase I terminator 
REB1 site is an essential component, 


649 
RNA polymerase II 
RPB4 subunit essential for stress re- 
sponses, 6984 
termination and pausing, 5159 
RNA polymerase I, mutants defective in 
nucleolus, structural alterations of, 
2441 
Rox! protein 
DNA binding, 6071 
HMG motif, 6071 
RRN4 
essential only at high temperatures, 
114 
RNA polymerase I A12.2 subunit, 114 
rRNA enhancer 
rRNA transcription, regulation of, 
1283 


Rvs167 protein 
alteration, results of, 5070 
San1 protein 
Cdc68, antagonism of, 7553 
SDC25 C-domain gene product 
Ha-Ras Asn-17, overcoming of domi- 
nant inhibitory activity of, 39 
SIN3-LexA fusion protein 
transcriptional repression, 1805 
SKI antiviral system 
viral mRNA expression, blockage of, 
4331 
SKNI gene 
KRE6, functional homolog of, 4039 
putative membrane protein, encoding 
of, 4039 
small nucleolar RNA 
snR30, 2469 
SNFI protein kinase mutant 
zinc finger genes, homologous, 3872 
snR30 
18S rRNA synthesis, requirement for, 
2469 
spindle pole body 
110-kDa component, 7913 
gene 
nuclear Ser/Thr/Tyr kinase, encoding 
of, 5829 
S-phase specificity, 5829 
splicing signals 
short artificial hairpins, sequestration 
by, 6841 
SPT2 suppressor alleles, dominant 
mutational and functional analysis, 
5393 
SPT13 (GAL11) 
MCM1 transcription factor activity in 
Ty1 elements, regulation of, 63 
squalene synthetase 
human and S. pombe squalene syn- 
thetases, similarities to, 2706 
STDI 
TATA-binding protein mutation, sup- 
pression of, 3650 
STE12 
functional domains, 3765 
SUP45 
X. laevis developmentally regulated 
mRNA product, homology to, 
2815 
SWI4 
SWI16-dependent cis-acting elements, 
transcription control by, 3792 
SWI4/SWI6 protein complex 
G,/S-specific transcription, 1069 
SWIS5 protein 
GRF10 protein, cooperative DNA 
binding with, 5524 
TAP! gene 
tRNA gene expression, activation of, 
3424 
protein 
structure, 3434 
TIF 4631 gene 
essential function, 4860 
RNA recognition motif-like sequence, 
4860 


TIF 4632 gene 
essential function, 4860 
RNA recognition motif-like sequence, 
4860 


TPI glycolytic gene 
concerted action of transcriptional ac- 
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tivators REB1, RAP1, and GCRI 
in high-level expression, 543 
TSF3 global regulatory protein 
a2 repressor, mediator of repression 
by, 831 
GAL genes, silencing of transcription 
of, 831 
SIN4, identical to, 831 
TTAGGG repeat-binding protein, essen- 
tial gene encoding, 1306 
Ty2 
interspersion of unusual GCN4 activa- 
tion site with complex transcrip- 
tional repression site, 2091 
repression of transcription by three 
downstream sites, 2081 
U1 small nuclear ribonucleoprotein par- 
ticle-protein interactions 
in vivo competition assays, 2126 
US small nuclear ribonucleoprotein par- 
ticle protein 
pre-mRNA splicing, involvement in, 
2959 
U6 RNA gene promoter 
architecture, 3015 
ubiquitin, overexpression of 
clathrin-deficient strains, rescue of, 
521 
use for analysis of c-Sre activity, 5290 
YCKI 
encodes protein kinase required for 
morphogenesis, 2870 
YCK2 
encodes protein kinase required for 
morphogenesis, 2870 
YLpFAT10 linear plasmid 
origin activation, 4057 
single-strand TG,_, tails, formation of, 
4057 
YME]1 gene 
inactivation, effect of, 5418 
zinc finger genes 
SNF1 protein kinase mutant, 3872 
San1 protein 
S. cerevisiae 
Cdc68, antagonism of, 7553 
Sarcophaga peregrina 
59-kilodalton protein 
characterization, 4049 
defense protein gene NF-«B-binding 
motifs, binding to, 4049 
purification, 4049 
Satellite tobacco necrosis virus 
3’ untranslated region 
translation in vitro, stimulation of, 
3340 
Schizosaccharomyces pombe 
centromeres 
variability, 4578 
cyclins, B-type 
Cig2 and Cdc13, 2286 
mitosis, different functions in, 2286 
frp!” gene 
ferric iron uptake, required for, 4342 
gp91-phox subunit of human NADPH 
phagocyte oxidoreductase gene, 
homology to, 4342 
heat shock factor 
requirement for growth at normal tem- 
peratures, 749 
map3* 
putative M-factor receptor, 80 
rad13 gene 
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human ERCCS, homology to, 6393 
Spk1 protein 
tyrosine phosphorylation, 6427 
X. laevis MAP kinase, relationship to, 
6427 
squalene synthetase 
human and S. cerevisiae squalene syn- 
thetases, similarities to, 2706 
SRPS54 protein assembly with signal rec- 
ognition particle RNA 
RNA sequences and structural ele- 
ments required, 1353 
scid thymocytes 
mouse 
T-cell receptor 8 element recombina- 
tion, 3632 
SDC25 C-domain gene product 
S. cerevisiae 
Ha-Ras Asn-17, overcoming of domi- 
nant inhibitory activity of, 39 
Sea urchin 
P3A2 protein 
protein encoded by D. melanogaster 
erect wing gene, similarity to, 
3641 
Sea urchin embryo 
metallothionein spMTA gene 
promoter and intron 1 regions, combi- 
natorial regulation by, 993 
E-Selectin promoter 
activation 
cAMP-independent ATF family pro- 
teins, function of, 7180 
Serine/threonine protein kinase 
phosphoinositide 3-kinase activity, regu- 
lation by, 1657 
Serine/threonine protein kinase gene family 
sgk novel member 
glucocorticoids and serum, transcrip- 
tional induction vy, 2031 
Serum growth factors 
nur77 gene, activation of, 6124 
Serum response factor 
inhibitory domains, 4640 
phosphorylation by pp90™, 6260 
transcriptional activation domain, 4640 
Serum response factor-binding elements 
NF-«B, interaction with 
interleukin-2 receptor a-chain en- 
hancer activation, 2536 
T lymphocytes, 2536 
Sex-lethal gene 
D. melanogaster 
autoregulation, 7734 
Sex-lethal male exon 
D. melanogaster 
regulated splicing involving blockage 
mechanism, 1408 
SF2/ASF 
human 
exon skipping and ‘aclusion, modula- 
tion of, 2993 


serine/threonine protein kinase gene 
family, novel member of 
glucocorticoids and serum, transcrip- 
tional induction by, 2031 
Sgs-4 and Pig-] genes 
D. melanogaster 
transcriptional switch, 184 
SH2 domain 
GTPase-activating protein 
in vivo binding properties, 1737 


stable Tyr-505 phosphorylation, role 
in, 7112 
phosphatidylinositol 3-kinase 
in vivo binding properties, 1737 
Src protein 
phosphopeptides, binding to, 7278 
tyrosine-phosphorylated peptides, high- 
affinity binding to, 1449 
tyrosine-phosphorylated platelet-derived 
growth factor B-receptor sequences, 
interactions with 
biosensor-based approach, analysis 
by, 3567 
SH3 domain 
binding to PI 3-kinase but not PI 4-ki- 
nase, 7708 
PI 3’-kinase, binding to, 7408 
v-Src protein 
PI 3’-kinase, binding to, 5225 
Signal transduction 
fibroblast growth factor receptor kinase, 
3907 
Signal transduction pathways 
cross-coupling, 677 
induction of cytochrome P-450IA1 
expression by dioxin receptor, 677 
Raf-1-MEK-ERK 
reconstitution in vitro, 6615 
S. cerevisiae 
mating pheromone, 5659 
Signaling activity 
TGF-B 
type II receptors, 7239 
Signaling pathway 
branched 
nerve growth factor, 3146 
Simian virus 40 
core origin inverted repeat domain 
sequence-specific single-stranded 
DNA-binding factor, cell cycle- 
regulated binding of, 408 
DNA replication 
HeLa cell nuclear kinase casein kinase 
I, 1202 
DNA replication initiation 
specific domain of human DNA poly- 
merase a interaction with large T 
antigen, requirement for, 809 
DNA replication in vitro 
primer-DNA formation, 2882 
integration into cellular DNA 
topoisomerase II cleavage hot spots, 
6190 
large T antigen 
interactions with multiple components 
of the transcription complex, 961 
transcriptional activation by, 961 
minichromosomes 
nucleosome assembly factor, 1059 
ori-dependent DNA replication 
IgH enhancer elements, regulation by, 
5629 
T antigen 
MDM7 protein, binding to, 6849 
T-antigen amino-terminal mutant 
transgenic mice, cell-specific transfor- 
mation in, 3255 
SIN3-LexA fusion protein 
S. cerevisiae 
transcriptional repression, 1805 
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SIN4 
S. cerevisiae, 831 
TSF3, identical to, 831 
Skeletal and cardiac muscle 
creatine kinase-M gene 
control of expression, 1264 
Skeletal muscle 
muscle creatine kinase enhancer activity 
multiple regulatory elements, differen- 
tial contributions of, 2753 
transgenic mice, ectopic formation in 
bovine myf5 expression, induced by, 
6044 


SKI antiviral system 
S. cerevisiae 
viral mRNA expression, blockage of, 
4331 
SKNI gene 
S. cerevisiae 
KRE6, functional homolog of, 4039 
putative membrane protein, encoding 
of, 4039 
Sip gene 
mouse 
enhancer, 6326 
Small cytoplasmic Alu RNA 
multiple dispersed loci, production by, 
4233 


Small nuclear ribonucleoprotein particles 
U1 


in vitro splicing, 3135 
uncoupling of two functions, 3135 
Small nuclear ribonucleoprotein U2 
additional proteins, numerous, 307 
bipartite structure under splicing condi- 
tions, 307 
Small nuclear RNA 
T. brucei 
fibrillarin and pre-mRNAs, 144 
major nucleolar trimethylguanosine- 
capped snRNA, 144 
RNA B, 144 
Ul 
pre-mRNA splicing, promotion of per- 
manent changes in, 2666 
stable expression in mammalian cells, 
2666 
U6 
ACAGAGA and AGC sequences, 5377 
Small nuclear RNA genes 
U2 
R. hasegawae, 5613 
U6, human 
distal control region, 4670 
Small nucleolar RNA 
S. cerevisiae 
18S rRNA synthesis, requirement for, 
2469 


snR30, 2469 
Small nucleolar rRNAs 
human 
psoralen cross-linking to pre-rRNA, 
4382 


Small subunit rRNA gene 
T. thermophila 
targeted mutations, 4814 
smg p25a GDP dissociation inhibitor, bo- 
vine 
D. melanogaster homolog 
quartet developmental mutant, iso- 
electric point shift in, 217 
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smg p25A/rab3A p25 small GTP-binding 
protein 
rabphilin-3A, putative target for, 2061 
synaptogamin, relationship to, 2061 
SNF 1 protein kinase 
S. cerevisiae 
mutant, 3872 
zinc finger genes, homologous, 3872 
snR30 small nucleolar RNA 
S. cerevisiae 
18S rRNA synthesis, requirement for, 
2469 
SNT 
neurotrophic factor-induced tyrosine ki- 
nase 
differentiation-specific target, 2203 
neurons and PC12 cells, 2203 
Somatic cell hybrids 
y- to B-globin gene switching 
serum factors, modulation of develop- 
mental clock by, 4844 
Somatic immunoglobulin gene conversion 
chicken 
pseudogene donor pool, germ line 
maintenance of, 821 
Species-specific signals 
short intron, splicing of 
D. melanogaster, 1104 
Sperm 
angiotensin-converting enzyme (ACE), 
specific expression of 
91-base-pair promoter containing 
CRE-like element, 18 
Sperm tail proteins, conserved 
D. melanogaster 
gene duplication, translational regula- 
tion of, 1708 
Spermatid manchette 
microtubules 
Ser/Thr protein kinase, novel, 7625 
Spermatids 
mouse 
nuclear high-mobility-group box pro- 
teins, 4323 
Spindle pole body 
S. cerevisiae 
110-kDa component, 7913 
gene 
S. cerevisiae 
nuclear Ser/Thr/Tyr kinase, encoding 
of, 5829 
S-phase specificity, 5829 
Spk1 protein 
S. pombe 
tyrosine phosphorylation, 6427 
X. laevis MAP kinase, relationship to, 
6427 
Spliceosomal component, novel 
S. cerevisiae 
PRP19, 1876 
Spliceosome 
U6 small nuclear RNA 
3’ end modifications, 1641 
Splicing signals 
S. cerevisiae 
short artificial hairpins, inhibition by, 
6841 
SPT2 suppressor alleles, dominant 
S. cerevisiae 


mutational and functional analysis, 
5393 


SPT13 (GAL11) 
S. cerevisiae 
MCM1 transcription factor activity in 
Ty1 elements, regulation of, 63 
Squalene synthetases 
human, S. cerevisiae, and S. pombe 
similarities among, 2706 
SR proteins 
human, 4023 
c-srce 
cells overexpressing 
B-adrenergic agonists, enhanced re- 
sponse to, 2391 
Src peptide 
NH,-terminally myristylated 
ADP/ATP carrier is 32-kilodalton re- 
ceptor, 3084 
Src protein 
SH2 domain 
phosphopeptides, binding to, 7278 
c-Src protein 
C-terminal Src kinase, suppression of 
activity by 
involvement of c-Src SH2 and SH3 
domains, 5290 
S. cerevisiae, analysis with, 5290 
SH2 domain 
involvement in suppression of c-Src 
activity, 5290 
SH3 domain 
involvement in suppression of c-Src 
activity, 5290 
v-Src protein 
SH3 domain 
PI 3’-kinase, binding to, 5225 
c-sre tyrosine protein kinase 
CD45 tyrosine protein phosphatase 
tyrosine phosphorylation, 1651 
SRPS4 
S. pombe 
signal recognition particle RNA, as- 
sembly with, 1353 
SRp75 
human 
cDNA encoding, 4023 
SSAP-1 
stage-specific embryonic enhancer-bind- 
ing protein, 1746 
STD1I 
S. cerevisiae 
TATA-binding protein mutation, sup- 
pression of, 3650 
STE12 
S. cerevisiae 
functional domains, 3765 
Ste signal transduction pathway for mating 
pheromones 
S. cerevisiae 
MATa! transcription, 2050 
Stem cell factor 
Kit binding site 
molecular chimeras, 2224 
Steroid 21-hydroxylase gene 
NGFI-B, regulation by, 861 
Steroid antagonists 
cyclin gene expression, regulation of 
T47D human breast cancer cell cycle 
progression, changes in, 3577 
Steroidogenic factor 1 
monomer binding to DNA, 5794 
Steroids 
cyclin gene expression, regulation of 
T47D human breast cancer cell cycle 
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progression, changes in, 3577 
Sterol-regulated genes 
hamsier 
transcriptional activation, loss of, 5175 
Stimulus-transcription coupling 
CREB 
rate limitation, 4852 
STPK13 mRNA 
mouse 
protein kinase, mitotic, 7793 
regulation, 7793 
SUP45 
S. cerevisiae 
X. laevis developmentally regulated 
mRNA product, homology to, 
2815 
SWI4 
S. cerevisiae 
SWI6-dependent cis-acting elements, 
transcriptional control by, 3792 
SWI4/SWI6 protein complex 
S. cerevisiae 
G,/S-specific transcription, 1069 
SWIS protein 
S. cerevisiae 
GRF10 protein, cooperative DNA 
binding with, 5524 


T antigen 
SV40 
MDM2 protein, binding to, 6849 
T cell lymphoma lines, rat 
IL-2 independence, progression to 
Gfi-1 gene, 1759 
T cell receptor alpha-chain gene 
murine somatic cell hybrids 
extinction accomplished by loss of 
lymphoid enhancer-binding factor 
1, 1943 
T cell receptor-B 
mRNA splicing 
unusual splicing intermediates, regula- 
tion of, 1686 
T cells 
CD4 enhancer activity 
regulation, 5620 
T cells, activated 
NFAT-1 DNA binding complex 
Fra-1 and JunB, 1911 
T cells, primary 
human 
E2F, cell cycle analysis of, 3975 
TALI oncoprotein 
protein kinase 
extracellular signal, regulation by, 801 
phosphorylation by, 801 
TAP! gene 
S. cerevisiae 
tRNA gene expression, activation of, 
3424 


protein 
S. cerevisiae 
structure, 3434 
TAR RNA-binding protein TRBP 
human immunodeficiency virus type 1 
Drosophila Staufen, relatedness to, 
2193 
human P1/dsI kinase, relatedness to, 
2193 
TATA box-binding polypeptide 
human 
p53 activation domain, binding to, 
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3291 
TATA “lement, sequences downstream of 
protein-DNA complex containing TATA- 
binding protein, contribution to, 
2593 
TATA-binding protein 
protein-DNA complex 
sequences downstream of TATA ele- 
ment, contribution oi, 2593 
c-Rel and v-Rel, interactions with, 6733 
RNA polymerase II and polymerase III 
transcription, 7953 
Tcl transposon 
C. elegans 
myosin light chain gene, site-selected 
insertion into, 902 
T-cell receptor 
C subunit 
protein tyrosine kinase activity, regu- 
lation of, 5771 
tyrosine phosphorylation, 5771 
T-cell receptor B enhancer 
TCF8, protein, binding to, 5450 
T-cell receptor enhancer 
core-binding factor 
subunits, cloning and characterization 
of, 3324 
T-cell receptor gene expression 
novel CACCC-binding protein, regula- 
tion by, 5691 
TCF8, protein 
TCR 6 enhancer, binding to, 5450 
Telomerase 
T. thermophila 
polymerization activity, 6586 
Telomere repeat sequences 
acquisition by transfected DNA inte- 
grated at the site of a chromosome 
break, 977 
Telomere-associated repeat units, complex 
Chironomus, members of genus 
evolution from sequences similar to 
simple telomeric repeats, 1583 
Telomeric DNA repeat 
human 
nuclear proteins, binding to, 4301 
Telomeric repeats 
C. albicans 
unusually large, 551 
Template titration 
c-myc transcriptional elongation, use in 
studying, 5647 
Teniposide 
topoisomerase II cleavage hot spots, in- 
duction of 
SV40 integration into cellular DNA, 
6190 
Terminal deoxynucleotidyltransferase gene 
mouse 
Ets protein interaction with critical 
promoter element, 2982 
LyF-1 interaction with critical pro- 
moter element, 2982 
12-O-Tetradecanoylphorbol-13-acetate 
heme oxygenase expression, mediation 
of induction of 
myelomonocytic cell lines, 7881 
Tetrahymena thermophila 
high-mobility-group-like protein 
targeting to micronuclei in cell cycle- 
dependent and developmentally 
regulated fashion, 163 
intervening sequence 


26S rRNA, alternative helix in, 1137 
excision and integration, 1137 
small subunit rRNA gene 
targeted mutations, 4814 
telomerase 
polymerization activity, 6586 
TFEC 
TFE3, heterodimer formation with, 4505 
TFE3-dependent transcription activa- 
tion, inhibition of, 4505 
TFIIB 
RNA polymerase II-induced interac- 
tions, potential, 6253 
TFIIA 
proteolytic footprinting 
5S RNA and 5S DNA, tightly binding 
sites for, 5149 
X. laevis 
transcription-activating domain, 7496 
zinc fingers 
X. laevis embryos, function in, 4776 
Thymidylate synthase gene 
mouse 
growth-regulated expression, need of 
introns for, 1565 
Thymidylate synthase promoter, TATA- 
less 
mouse 
initiator element, lack of, 4894 
multiple transcriptional initiation sites, 
4894 
Thyroid hormone receptor 
axis formation in frog embryogenesis, 
modulation of, 7540 
Jun 
action, modulation of, 3042 
ninth C-terminal heptad, 5725 
rat growth hormone gene 
ligand-dependent, Pit-1/GHF-1-inde- 
pendent stimulation, 1719 
Thyroid hormone receptor complexes 
DNA bending, 6509 
Thyroid hormone response 
RXR homodimer formation, repression 
due to, 7698 
Thyroid hormone response elements 
HIV-1 
LTR, 5057 
Thyroid tumor-specific transforming se- 
quence 
ret tyrosine kinase fusion with regula- 
tory subunit Rla of cyclic AMP- 
dependent protein kinase A, 358 
Thyrotropin 
DNA synthesis, stimulation of 
inhibition, 4477 
TIF 4631 gene 
S. cerevisiae 
essential function, 4860 
RNA recognition motif-like sequence, 
4860 


TIF 4632 gene 
S. cerevisiae 
essential function, 4860 
RNA recognition motif-like sequence, 
4860 


TIF-IA 
initiation complex formation, function 
in, 6723 
Tissue type plasminogen activator gene 
rat 
DNA elements and nuclear factors 
mediating constitutive and cyclic 
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AMP-induced expression, 266 
Tobacco 
gene 
protein homologous to yeast protein 
kinases, 4745 
Topoisomerase II 
cleavage hot spots, VM26 induced 
SV40 integration into cellular DNA, 
6190 
D. melanogaster 
87A7 heat shock locus, redistribution 
in, 7522 
Torso 
D. melanogaster 
terminal signal transduction during 
embryogenesis, 1163 
TPI glycolytic gene 
S. cerevisiae 
concerted action of transcriptional ac- 
tivators REB1, RAP1, and GCR1 
in high-level expression, 543 
Transcription complexes 
RNA polymerase III, orientation and 
topography of, 942 
Transcription factor IIB 
c-Rel and v-Rel, interactions with, 6733 
Transcription factor IID 
D. melanogaster 
85-kDa subunit, 7859 
promoter DNA, binding to 
near-zero linking difference, 1872 
Transcription initiation and reinitiation 
RNA polymerase 'I, 4572 
Transcriptional acti- ation 
herpes simplex virus 
Vmw65 acidic domain, 5233 
inducible 
HIV LTR, 5245 
loss 
hamster sterol-regulated genes, 5175 
Transcriptional elongation 
c-myc gene 
distinct properties in different cell 
types, 5647 
Transferrin promoter 
C/EBP-binding site, 7666 
Transformation 
Fos proteins 
transactivation domain, requirement 
for, 7429 
Transformation gene 
Gal2 gene product, 762 
Transforming growth factor alpha 
transgenic mouse pancreas and liver 
oncogene-induced carcinogenesis, en- 
hancement of, 320 
Transforming growth factor B 
interleukin-2 gene, inhibition of inducible 
activity of 
noncanonical octamer-binding site, 
1155 
type II receptors 
signaling activity, 7239 
Transforming growth factor B1 
expression, control of 
GC-rich domain, 3588 
Transgenic mice 
ectopic skeletal muscle formation 
bovine myf5 expression, induced by, 
6044 


fiber type specificity 
rat Tnl,,w gene cis-acting sequences, 
conferred by, 7019 
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human CD4 
tissue-specific expression of, 2952 
human y-globin genes, developmental 
regulation of, 7636 
keratin 18 gene 
cis regulation, 1815 
keratin 18 gene, human 
transcriptional insulation, 2214 
transcriptional insulation, Alu involve- 
ment in, 6742 
metallothionein locus distal regulatory 
elements 
gene expression, stimulation of, 5266 
pancreas and liver, oncogene-induced 
carcinogenesis in 
transforming growth factor alpha, en- 
hancement by, 320 
transferrin promoter 
C/EBP-binding site, 7666 
transformation, cell specific 
simian virus 40 T-antigen amino-termi- 
nal mutant, 3255 
V(D)J recombination 
CpG methylation, influence of, 571 
target spacing, influence of, 571 
Transmembrane protein tyrosine kin.ses 
C. elegans, 7133 
Triosephosphate gene 
human 
RNA 3’-end formation, function of 
last-intron sequences in, 3359 
trkA cDNA 
human 
neuroblastomas, expression in, 7447 
Tropomyosin gene 
mouse 
embryonic stem cells, expression in, 
3311 
embryos, expression in, 3311 
Troponin I 
D. melanogaster heldup*® mutant 
abnormal muscle development caused 
by splicing defect, 1433 
Troponin I slow gene 
rat 
cis-acting sequences, 7019 
Trypanosoma brucei 
calmodulin gene 
EF-hand 5 protein and ubiquitin ex- 
tension protein 52 genes, genomic 
and transcriptional linkage with, 
207 


CR2 maxicircle transcripts 
editing, 6832 
EF-hand 5 protein gene 
calmodulin and ubiquitin extension 
protein 52 genes, genomic and 
transcriptional linkage with, 207 
glucose transporter genes 
two distinct families, differential regu- 
lation of, 1146 
largest subunit RNA polymerase II 
genes, 3734 
protein 
NADH dehydrogenase subunit, ho- 
mology to, 6832 
RNA-processing reactions 
temporal order, 720 
trans splicing preceding polyadenyla- 
tion, 720 
small nuclear RNA 
fibrillarin and pre-mRNAs, 144 


major nucleolar trimethylguanosine- 


capped snRNA, 144 
RNA B, 144 
ubiquitin extension protein 52 gene 
EF-hand 5 protein and calmodulin 
genes, genomic and transcrip- 
tional linkage with, 207 
variant surface glycoprotein gene 
expression site promoter, putative 
upstream retroposon-like sequence, 
7036 


TSF3 global regulatory protein 
S. cerevisiae 
a2 repressor, mediator of repression 
by, 831 
GAL genes, silencing of transcription 
of, 831 
SIN4, identical to, 831 
tsHMG gene 
mouse 
nuclear high-mobility-group box pro- 
tein, 4323 
TTAGGG repeat-binding protein 
S. cerevisiae 
essential gene encoding, 1306 
Tubulin 
T. brucei 
trans splicing preceding polyadenyla- 
tion, 720 
a- and 6-Tubulin 
folding 
two cofactors and cytoplasmic chaper- 
onin, requirement for, 2478 
a-Tubulin gene 
X. laevis oocytes 
premature transcription termination, 
7925 


a-Tubulin isogene products 
A. nidulans 
microtubule function, 4465 
a-Tubulin locus, developmentally regulated 
P. polycephalum 
two alleles replicate on different 
schedules, 449 
Tumor necrosis factor 
IxBa, phosphorylation and loss of, 3301 
NF-«B activation, mechanism of, 3301 
Tumor necrosis factor alpha 
mitogenic response 
c-Jun/AP-1, requirement for, 4284 
Tumor necrosis factor-responsive element 
human 
osteocalcin gene, down-regulation of, 
3714 
TxREF protein 
human 
cis element binding, 6490 
Tyl 
S. cerevisiae 
MCM1 binding to transcriptional con- 
trol element, 57 
Ty2 


S. cerevisiae 
interspersion of unusual GCN4 activa- 
tion site with complex transcrip- 
tional repression site, 2091 
repression of transcription by three 
downstream sites, 2081 
Tyrosine aminotransferase gene 
distal enhancer 
liver-specific factors, binding to, 4494 
ubiquitous factors, binding to, 4494 
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Tyrosine kinase signaling pathways 
immediate early genes 
attenuation of serum inducibility by 
oncoproteins, 2011 
Tyrosine phosphatase/kinase signaling cas- 
cade 
gamma interferon activation, 1634 
Tyrosine-phosphorylated peptides 
SH2 domains, high-affinity binding to, 
1449 


U1 small nuclear ribonucleoprotein particle 
in vitro splicing, 3135 
uncoupling of two functions, 3135 
U1 small nuclear ribonucleoprotein parti- 
cle-protein interactions 
S. cerevisiae 
in vivo competition assays, 2126 
U1 small nuclear RNA 
altered specificity 
pre-mRNA splicing, promotion of per- 
manent changes in, 2666 
stable expression in mammalian cells, 
2666 


U1 small nuclear RNA gene 
D. melanogaster 
transcription in vitro, requirements 
for, 5918 
U2 locus, artificial 
human 
Ad12-inducible fragile site, 6064 
U2 small nuclear ribonucleoprotein 
additional proteins, numerous, 307 
bipartite structure under splicing condi- 
tions, 307 
U2 small nuclear RNA 
3’ end formation 
direction by critical internal structure 
distinct from processing site, 1119 
U2 small nuclear RNA gene 
R. hasegawae 
mRNA-type intron, 5613 
US small nuclear ribonucleoprotein particle 
protein 
S. cerevisiae 
pre-mRNA splicing, involvement in, 
2959 


U6 RNA gene promoter 
S. cerevisiae 
architecture, 3015 
U6 small nuclear RNA 
ACAGAGA and AGC sequences 
mutation tolerance, 5377 
mammalian 
3’ end modifications within the spli- 
ceosome, 1641 
U6 small nuclear RNA gene 
human 
distal contro! region, 4670 
U small nuclear RNA 
3’-end formation and transcription initia- 
tion 
plants, independent occurrences in, 
6403 


U small nuclear RNA/mRNA genes 
N. plumbaginifolia 
protoplasts, 6403 
ubc-2 gene 
C. elegans 
ubiquitin-conjugating enzyme involved 
in selective protein degradation, 
1371 
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Ubiquitin extension protein 52 gene 
T. brucei 
EF-hand 5 protein and calmodulin 
genes, genomic and transcrip- 
tional linkage with, 207 
Ubiquitin overexpression 
S. cerevisiae 
clathrin deficiency, rescue of, 521 
Ubiquitin pathway 
human lymphocyte apoptosis, involve- 
ment in, 4875 
Ultrabithorax homeodomain protein 
D. melanogaster 
DNA binding, cooperative, 6941 
urbs1 gene 
U. maydis 
encoding of protein similar to 
GATA-1, 7091 
siderophore biosynthesis, regulation 
of, 7091 
Ustilago maydis 
urbs1 gene 
encoding of protein similar to 
GATA-1, 7091 
siderophore biosynthesis, regulation 
of, 7091 
UV hypermutability 
xeroderma pigmentosum variant cells, 
4276 
UV response 
gene 
mediation, 5490 
UVB light 
DNA breaks, induction of 
c-fos transcriptional induction, inter- 
ference with, 6992 
UV-damaged DNA templates 
replication and mutagenesis 
human and monkey cell extracts, 533 


Variant surface glycoprotein gene 
T. brucei 
putative expression site promoter, ret- 
roposon-like sequence upstream 
of, 7036 
Vascular cell adhesion molecule 1 gene 
expression 
NF-«B subunits, regulation by, 6283 
Vascular smooth muscle cells 
rat 
Gax gene, down-regulation of, 3722 
Vertebrate mini-exon 
recognition in vivo as an exon-intron- 
exon unit, 2677 
Vimentin promoter 
human 
human T-cell leukemia virus type I 
Tax protein, modulation by, 89 
negative element, 89 
Vir2 gene 
C. parasitica 
targeted inactivation, 7782 
Viral 3’ untranslated RNA pseudoknots 
phylogenetically conserved sequence 
translation, regulation of, 5331 
V(D)J recombinase 
B-cell line, inducible, 6223 
V(D)J recombination 
Chinese hamster cell mutants 
DNA double-strand break repair de- 
fect, 3464 
coding junction formation 


without DNA homology, 6957 
human 
coding joint formation, 3900 
signal joint formation, 3900 
P nucleotides 
fine-structure analysis, 1078 
signal and coding joint resolution, 1363 
transcriptional enhancer elements, role 
of, 6223 
transgenic mice 
CpG methylation, influence of, 571 
target spacing, influence of, 571 
topoisomerase II cleavage hot spots, in- 
duction of 
SV40 integration into cellular DNA, 
6190 
Vmw65 
herpes simplex virus 
acidic domain, transcriptional activa- 
tion by, 5233 
von Recklinghausen neurofibromatosis 
(NF1) gene 
conserved alternative splice 
neurofibromin isoforms with GTPase- 
activating protein activity, 487 


Wnt-1 
neuroectodermal differentiation, expres- 
sion during 
Wnt-1-inducing factor-1, regulation by, 
1590 
Wnt-1-inducing factor-1 
G/C box-binding transcription factor, 
novel 
Wnt-1 expression during neuroectoder- 
mal differentiation, regulation of, 
1590 


Xenopus borealis 
precursor rRNA 5’ ETS 
U3 snRNP-requiring processing event, 
5990 
Xenopus laevis 
cyclin B2 amino terminus 
mitotic arrest, 1480 
developmentally regulated mRNA prod- 
uct 


S. cerevisiae SUP45, homology to, 
2815 


e 
homologous and illegit- 
imate, 6897 
embryogenesis 
axis formation, modulation of, 7540 
embryos 
single zinc finger function, 4776 
LFB1 protein 
expression, tissue specific and embry- 
onic, 6416 
liver transcription factor LFB1 (HNF1) 
developmental regulation and tissue 
distribution, 421 
MAP kinase 
S. pombe Spk1, relationship to, 6427 
MAP kinase activator family 
XMEK2, 5738 
XMEKS3, 5738 
c-, N-, and L-myc homologs 
comparative analysis of expression 
and oncogenic activities, 2456 
precursor rRNA 5’ ETS 
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U3 snRNP-requiring processing event, 
5990 


TFIIA 
transcription-activating domain, 7496 
zinc finger function in embryos, 4776 

XMEK2 
MAP kinase activator, novel, 5738 

XMEK3 
MAP kinase activator, novel, 5738 

XrpFI protein 
composition, 6479 
development, expression during, 6479 

Xenopus laevis oocytes 

5S rRNA structural requirements 
60S ribosomal subunit assembly, 6819 
7S RNP assembly, 6819 
nuclear transport, 6819 

human c-myc gene elongation, 1296 

MAP kinase stimulation 
Mos, 2546 

maturation 
insulin stimulated, 6653 

maturation, progesterone induced 
PI 3-kinase activity, importance for, 

6661 
Raf-1 protein kinase activity, 4197 
Mos 


MAP kinase stimulation, 2546 
protein kinase C ¢ 
NF-«B-like activity, block of activa- 
tion of, 1290 
a-tubulin gene transcription 
premature termination, 7925 
Raf-1 protein kinase activity 
mos activity, 4197 
progesterone-induced maturation, 4197 
recombination, homologous and illegiti- 
mate, 6897 
Xeroderma pigmentosum 
variant cells 
psoralen adducts, defective replication 
of, 1002 
UV hypermutability, 4276 
Xeroderma pigmentosum revertant cell line 
selective repair of the transcribed strand 
of an expressed gene, 970 
UV resistance, increased, 970 
XMEK2 
X. laevis 
MAP kinase activator, novel, 5738 
XMEK3 
X. laevis 
MAP kinase activator, novel, 5738 
XRNI1/KEMI1 gene 
S. cerevisiae HKE1/RAT1, homology to, 


composition, 6479 
development, expression during, 6479 


YB-1 
chicken 
liver, expression in, 4186 
YCKI 
S. cerevisiae 
encodes protein kinase required for 
morphogenesis, 2870 
YCK2 
S. cerevisiae 
encodes protein kinase required for 
morphogenesis, 2870 
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XrpFI protein 
X. laevis 
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Yeast artificial chromosomes 
reconstructed 
expression, 5469 
genetic transfer, 5469 
Yeast and mammalian cells 
functional conservation of helix-loop- 
helix protein transcriptional activa- 
tion motif, 792 
Yeasts 
linear mitochondrial DNA, 2309 
linear mitochondrial DNAs 
closed-loop structure of termini, 2315 
linear-circular conversion mecha- 
nisms, 2315 
c-Yes tyrosine kinase 
human 
elevated intracellular calcium levels, 
inactivation by, 7507 
YLpFAT10 linear plasmid 
S. cerevisiae 
origin activation, 4057 


single-strand TG,_, tails, formation of, 
4057 


YME]1 gene 
S. cerevisiae 
inactivation, effect of, 5418 
YY1 protein 
mouse 
IAP upstream element, interaction 
with, 6621 
pleiotropic effects, 6621 
c-myc promoter, activation of, 7487 


ZEBRA activation domain 
Epstein-Barr virus 
mechanism of action, 7045 
modular organization, 7045 
Zebra fish 
max gene 
constant expression level, 2765 
oncogenic activity, 2765 


Mov. CELL. BIOL. 


myc family genes 
differential expression levels, 2765 
oncogenic activity, 2765 
(2 globin promoter 
human 
globin regulatory element (HS-40), 
activation by, 2298 
Zfp-42 gene 
F9 teratocarcinoma cells, expression in 
octamer motif, contribution of, 2919 
Zinc finger genes 
retinoic acid regulated 
Rex-1 (Zfp-42), 2919 
S. cerevisiae 
SNF'I protein kinase mutant, 3872 
Zinc finger proteins 
rat 
HF-1b, 4432 
Zinc fingers 
TFIHIA 
X. laevis embryos, function in, 4776 
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